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Supplementary Table S1: 16 

Rates, average and standard deviation (sd) of resistant mutants of 2 strains of KPC-producing Enterobacteriaceae (RD26 and RD29) selected on 17 

4 different antibiotic media (Ceftazidime/avibactam (CZA), Rifampicin (RMP), Meropenem (Mero) and the association Ceftazidime/avibactam 18 

and Meropenem (CZA-Mero)) after a culture with or without chemotherapy.  19 

 20 

 21 

 22 



 23 

Supplementary Table S2:  24 

Fold increase of resistant mutants’ rates, average and standard deviation (sd) of 2 strains of KPC-producing Enterobacteriaceae (RD26 and 25 

RD29) selected on 4 different antibiotic media (Ceftazidime/avibactam (CZA), Rifampicin (RMP), Meropenem (Mero) and the association 26 

Ceftazidime/avibactam and Meropenem (CZA-Mero)) after a culture with or without chemotherapy, compared to the control group. 27 

 28 
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Supplementary Table S3: 33 

Rates, average and standard deviation (sd) of resistant mutants of 5 strains of KPC-producing Enterobacteriaceae selected on 2 different 34 

antibiotic media (Ceftazidime/avibactam (CZA), Rifampicin (RMP), after a culture with or without chemotherapy.  35 

 36 
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Supplementary Table S4: 38 

Genome sequencing and analysis: identification of the beta-lactamases genes, sequence types and quality of the sequencing data illustrated by 39 

the mean N50 (bp), mean coverage and number of contigs. 40 

 41 

 42 
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Supplementary Table S5: 44 

Relative quantification of blaKPC expression using transcription analysis by RT-qPCR of recombinant strains (E. coli Top10 with pBR322 harboring 45 

either wild-type allele (KPC-3) or alleles conferring ceftazidime-avibactam resistance. dinB a chromosomal housekeeping gene and tetA a 46 

pBR322 plasmid gene (coding for tetracyclin resistance) were used for normalization. 47 
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Isolates Replicates 
Ct* 

blaKPC 
mean 

Ct* KPC 
Ct* dinB 

mean 
Ct* dinB 

Ct* tetA 
mean 

Ct* tetA 

Ct* blaKPC - 
Ct* 

chromosomal 
internal 
control 

Ct* blaKPC - 
Ct* plasmidic 

internal 
control 

delta delta Ct* 
chromosomal 

control 

delta delta 
Ct* plasmidic 

control 

Fold change 
compared to 

RD26 
(chromosomal 

control) 

Fold change 
compared to 

RD26 
(plasmidic 

control) 

Top10-pBR322-
RD26 (KPC-3) 

1 16.74 

16.77 

29.9 

29.4 

19.8 

19.8 -12.6 -3.04 - - - - 2 16.84 29.47 19.82 

3 16.73 28.71 19.81 

Top10-pBR322-
RD26-7 

1 16.5 

16.61 

29.18 

29.2 

19.94 

19.9 -12.6 -3.3 0.0 -0.3 1.0 1.2 2 16.72 29.2 19.91 

3 16.6 29.27 19.85 

Top10-pBR322-
RD26-1 

1 17 

17,0 

29.8 

29.7 

20.48 

20.4 -12.7 -3.4 -0.1 -0.4 1.1 1.3 2 17.01 29.72 20.43 

3 16.95 29.61 20.33 

Top10-pBR322-
RD26-3 

1 16.68 

16.76 

29.62 

29.7 

20.11 

20.0 -13.0 -3.3 -0.4 -0.2 1.3 1.2 2 16.77 29.82 20.04 

3 16.81 29.68 19.93 

Top10-pBR322-
RD26-6 

1 16.78 

16.8 

29.49 

29.6 

20.19 

20.1 -12.7 -3.3 -0.1 -0.2 1.1 1.2 2 16.89 29.62 20.07 

3 16.85 29.55 20.07 

Top10-pBR322-
RD26-8 

1 16.59 

16.6 

29.58 

29.6 

19.87 

19.9 -13.0 -3.3 -0.4 -0.3 1.3 1.2 2 16.6 29.67 19.98 

3 16.55 29.59 19.79 

Top10-pBR322-
RD26-5 

1 15.8 

15.8 

28.12 

28.1 

18.24 

18.3 -12.2 -2.4 0.4 0.6 0.8 0.7 2 15.86 28.17 18.26 

3 15.88 27.94 18.31 

Top10-pBR322-
RD26-9 

1 16.7 

16.7 

29.91 

29.7 

20 

20.0 -13.0 -3.3 -0.4 -0.2 1.3 1.2 2 16.72 29.68 19.98 

3 16.74 29.53 20.03 

negative control 1 39.57 - 38.62 - 32.87 - - - - - - - 

* Ct Cycle threshold 
             

dinB chromosomal gene used as control 
           

tetA plasmid gene used as control 
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