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Additional file 12: Figure S7. (A) Total length of repeats in the 
mitogenomes of gymnosperms. The values in the bar indicate 
the number of repeat pairs. (B) Copy number of repeat pairs in 
each species.

To
ta

l r
ep

ea
t l

en
gt

h

N
o.

 o
f r

ep
ea

t p
ai

rs


