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@ E pctC hypot. prot. |—| pctA >—| pctB >—|hypot. p}
B 10 20 30 40 50 60 70
| | | I | |
PctA MIKSLKFSHKILLAASLVVFAAFALFTLYNDYLORNAIREDLESYLREMGDVTSSNIQNWLGGRLLLVEQ
PctB MIKSLKFSHKILLAAALVVIATFSLETLYNDSLOQRASIREDLEDYLHEMGE ITASNVONWLSGRILLIEN
PctC MLRSLSFAKKILLAAALVVVFAFSCFILYNDYROREAVRTDTENYLGEIGTLTASNIQSWLEGRMHLVEG
80 90 100 110 120 130 140
| | | I | |
PctA TAQTLARDHSP--ETVSALLEQPALTSTFSFTYLGQQD-GVFTMRPDSPMPAGYDPRSRPWYKDAVAAGG
PctB LAQTLARDHSP--ETTQALLEQFLLGSTFLFTYLGQTD-GTYTARPTSDLPADYDPRRRPWYNAATSAGQ
PctC LASQLALLDQPDEANIARQLEQPVFSRNFASVYLGEAASGTFTMRPYDAMPEGYDPRTRAWYKDALAADR
150 160 170 180 190 200 210
| | | | | | |
PctA LTLTEPYVDAATQELIITAATPVKAAGNTLGVVGGDLSLKTLVQIINSLDFSGMGYAFLVSGDGKILVHP
PctB TTLTEPYMEPATIHELVLTIASPARQGGQOPFGVVGGDLSLOTVVKIINSLDFGGMGYAFLVSGDGKILVHP
PctC LIVTEPFVDAGTGEQILAMSLPVRHAGQLLGVAAGEWKLETLTAILNSLKFDGAGYAFLVSDAGKILLHP
220 230 240 250 260 270 280
| | | | | | |
PcthA DKEQVMKTLSEVYPONTPKIATGFSEAELHGHTRILAFTPIKGLPSVTWYLALSIDKDKAYAMLSKFRVS
PctB DKDQVMKSLSDVYPRNTPKIGSGFSEAELHGNTRILSFSPVKGLSGLDWY IGISVDKDKAYAMLTKLRTS
PctC DSGLVLKTLAEAYPKGAPNIVPGVHEVELDGSSQFVSFTPVKGLPGVTWYVALVLDRDTAYSMLSEFRTS
290 300 310 320 330 340 350
| | | | I | I
PctA ATAAALISIVAILVLLGLLIRLLMQPLHLMGRAMQDIAQGEGDLTKRLAVTSRDEFGVLGDAFNQFVERI
PctB AIVAALIAVVAIVLLLGMLIRVLMQPLTDMGRAMODIAQGEGDLTKRLKVTSNDEFGALAISFNRFVERI
PctC AIVATLIAVVGIMLLLGMLIRVLMQPLTDMGRAMQODIAQGEGDLTKRLKVTSNDEFGTLANAFNREVERI
360 370 380 390 400 410 420
| | | I | |
PctA HRSIREVAGTAHKLHDVSQLVVNASNSSMANSDEQSNRTNSVAAAINELGAAAQEIARNAADASHHASDA
PctB HESIREVAGTARQLHDVAQLVVNASNSSMANSDEQSNRTNSVAAAINELGARAQEIARNAADASHHASDA
PctC HESIREVAGTARQLHDVAQLVVNASNSSMANSDEQSNRTNSVAAAINELGAAAQETIARNAADASHHASDA
430 440 450 460 470 480 490
| | | | | | |
Pcta NHQAEDGKQVVEQTIRAMNELSEKISASCANIEALNSRTVNIGQILEVIKGISEQTNLLALNAAIEAARA
PctB NHQAEDGKQVVEQTIRAMNELSEKISASCANIEALNSRTVNIGQILEVIKGISEQTNLLALNAATEAARA
PctC NHQAEDGKQVVEQTIRAMNELSEKISASCANIEALNSRTVNIGQILEVIKGISEQTNLLALNAAIEAARD
500 510 520 530 540 550 560
| | | | I | |
PctA GEAGRGFAVVADEVRNLAHRAQESAQQIQKMIEELQVGAREAVATMTESQRY SLESVEIANRAGESLSSV
PctB GEAGRGFAVVADEVRNLAHRAQESAQQIQKMIEELQIGAQEAVSTMTESQRYSLESVEIANRAGERLSSV
PctC GEAGRGFAVVADEVRNLAHRAQESAQQIQKMIEELQVGAREAVATMTESQRY SLESVEIANRAGERLGSV
570 580 590 600 610 620 630
| | | | | | |
PctA TRRIGEIDGMNQVLATATEEQTAVVDSLNMDITEINTLNQEGVENLOATLRACGELETQAGRLRQLVDSFKI
PctB TGRIAEIDGMNQSVATATEEQTAVVDSLNMDITEINTLNQEGVENLQATLRACGELETQAGRLRQLVDSFKI

PctC TSRIGEIDSMNQCVATATEEQTAVVDSLNMDITEINTLNQEGVENLOATLRACGELETQAGRLRHLVDSFKI



