
 

Supplemental Figure 1: Identification of Walker boxes in Cag T4SS ATPases. The 

sequences of H. pylori Cag T4SS ATPases were aligned with sequences of the most 

closely related T4SS ATPases in other bacterial species. Genbank accession numbers 

are listed for each sequence. Blue boxes and red boxes indicate Walker-A motifs and 

Walker-B motifs, respectively. Asterisks indicate the amino acids targeted for 

mutagenesis.        

 


