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S5 Fig. Examination of gene expression using qRT-
PCR. (A) Relative expression of probasin from Gli1-
CreER driven GFP expressing cells and epithelial cells
isolated from prostates of either R26mTmG/+:Gli1CreER/+
or R26mTmG/+:ArL/Y:Gli1CreER/+ mice. Both Gli1CreER
driven GFP expressing cells and prostatic epithelial cells
were isolated and sorted by GFP or CD24 antibody,
respectively. RNA samples were prepared and used to
generate cDNA. The relative expression levels from
three individual experiments were shown. (B - C) Fold
changes in labeled expression of genes determined by
qRT-PCR analysis using FACS-sorted GFP positive cells
from either UGM tissues at day E16.5 (B) or prostate
tissues at postnatal day 56 (C) isolated from
R26mTmG/+:Gli1CreER/+ and ArL/Y:Gli1CreER/+ or
R26mTmG/+:ArL/Y:Gli1CreER/+mice. Error bars indicate
s.d.; *P < 0.05, ** P < 0.01; analyzed using 2-tailed
students’ t test. (n = 3 replicates per data point).
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