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Figure S1. Representative dynamic multiple reaction monitoring (DMRM) chromatogram of Cls.
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Figure S3. Structure of PnTX-A and fragment ions selected for multiple reaction monitoring (MRM)

analysis.



x10 3 |+ESI TIC MRM CF=0.000 DF=0.000 (™ ->~") PnTXAd
1.2
1.14
1
0.94
0.84
0.7
0.6
0.54

0.4+
0.3
0.24
0.14

0 02 04 06 08 1 12 14 16 18 2 22 24 26 28 3 32 34 36 38 4 42 44 46 48 5
Counts vs. Acquisition Time (min)
%102 |+ESI MRM Frag=240.0 CF=0.000 DF=0.000 CID@50.0 (712.4 -> 164.1) PnTXAd

0 02 04 06 08 1 12 14 16 1.8 2 22 24 26 28 3 32 34 36 38 4 42 44 46 48 5
Counts vs. Acquisition Time (min)
x10 2 |+ESI MRM Frag=240.0V CF=0.000 DF=0.000 CID@50.0 (712.4 -> 458.3) PnTXAd

0.54
0-

0 102 0405708 A0 07 a6 8 1 0o 24 D628 13 B2a4 G628 44T 44 46 48 5
Counts vs. Acquisition Time (min)

x10 1 |+ESI MRM Frag=240.0V CF=0.000 DF=0.000 CID@50.0 (712.4 ->572.1) PnTXAd

0 02 04 06 08 1 12 14 16 1.8 2 22 24 26 28 3 32 34 36 38 4 42 44 46 48 5
Counts vs. Acquisition Time (min)

Figure S4. Multiple reaction monitoring (MRM) chromatograms for PnTX-A acquired on sample
RAS3.4 after SPE.




