
Figure S1. Aurora B kinase during embryo development. 

Endogenously tagged AIR-2::GFP shows apical localization in E16 intestinal cells (dashed box in A), 

polarized pharyngeal cells (dashed shape in B), and elongating sensilla neurons (arrowheads, C). (D) AIR-
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2 staining also shows apical surface of polarized E16 intestine (D, rectangle), pharynx (E, dotted circle) 

and at the apical cluster of the amphid sensilla (F, arrowheads). (G-H) AIR-2::GFP (magenta) and 

tubulin::mCherry (green) colocalize at the central spindle during cytokinesis in the first cell division. AIR-

2::GFP persists at the midbody remnant after microtubules are lost, which indicates rapid abscission 

timing (H). (I-J) AIR-2::GFP (magenta) and tubulin::mCherry (green, inset) colocalize on the AB central 

spindle and midbody (arrowhead). Microtubules quickly disappear indicating abscission (J). (K-O) In par-

3(RNAi) embryos, the P0 furrow becomes more asymmetric causing offset midbody positioning (L, 

orange arrowhead). The AB furrow is less asymmetric and ingresses in the opposite direction (M, blue 

arrowhead indicates misplaced AB midbody). (O) Midbody remnants are inherited randomly. Scale bar, 

10 μm. 
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Figure S2. Cytokinesis in the intestine epithelia 

Cytokinesis in the E8-E16 division. (A-C) AIR-2::GFP (green, H2B::mCherry and PH::mCherry are 

magenta) localizes to midbodies (A, numbered 1-8) that migrate toward the apical midline (B). AIR-

2:GFP remains at the apical surface after polarization (C). (D-F) ZEN-4::GFP (magenta, TBB-1::mCherry 

in green) appears on midbodies (D, numbered 1-8) that migrate to the midline (E) and are quickly 

removed (F, rectangle box). (G-I) NMY-2 (green, microtubules in magenta) localizes to midbody rings 

(labeled 1-8 in G) that move to the midline (arrowheads, H) but do not persist (rectangle box in I). (J-L) 

RAB-11::mCherry (green) and AIR-2::GFP (magenta) colocalize on midbodies (labeled as 1-8 in J) as 

they migrate to the midline (K) and persist well after polarization is complete (L, rectangle). (M) Midbody 

from Eala at the E8-E16 division migrates towards the midline but the AIR-2 signal diminishes (green, 

PH::mCherry in magenta). (N) PAR-6::mCherry (magenta) colocalizes with AIR-2::GFP (green) at the 

apical midline. (O) Quantification of midline perdurance of different midbody components (measured 

from the end of furrowing to internalization or loss of signal) shows that AIR-2 remains at the apical 

surface after the midbody remnant is internalized. Error bars represent the standard deviation. (P) Image 

series showing the simultaneous movement of AIR-2::GFP (red arrowhead) on the midbody and γ-

tubulin::GFP (white arrowheads) on centrosomes to the apical surface. Time shown in minutes: seconds. 

Scale bar, 10 μm. 
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Figure S3. Midbody dynamics during divisions of the early E lineage 

(A) Diagram of the E-E2 division. Dynamics of Aurora B (B) and NMY-2 (C) show formation of the 

midbody (arrowheads) and rapid internalization. A similar pattern is also observed during the E2-E4 

divisions (D-F) and the E4-E8 divisions (G-I), demonstrating normal midbody dynamics in the first three 

E lineage embryonic divisions. Scale bar, 10 μm. 
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Figure S4. Localization of α-catenin during the E lineage cell divisions 

(A) Diagram of the E-E2 division. HMP-1::GFP localizes to the furrow and membrane adjacent to the 

midbody during cytokinesis (arrowheads) and remains there after spindle midzone microtubules disappear. 

(C) Diagram of the E2-E4 division. HMP-1::GFP can be observed in the cortex of the dividing cells 

(arrowhead, D) and localizes along the furrow membrane and adjacent to the midbody (arrowheads, D-

D”). (E) Diagram of the E4-E8 divisions. (F) Arrowheads indicate accumulation of HMP-1::GFP near the 

midbody during cytokinesis. HMP-1::GFP does not accumulate at the midline until the end of the E8-E16 

division. Scale bar, 10 μm.
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mutant E8-E16 divisions showing significant cytokinesis failures where most cells that failed also have 

nuclear polarization defects. Of the 11 embryos observed, five have apical microtubule accumulation 

defects. The low incidence of chromosome segregation defects are consistent with weak Aurora B 

inactivation. (C) Quantification of individual cell division failures and incidence of discontinuous 

microtubule accumulation at the apical midline after polarization. (D) Quantification of defects in air-

2(or207ts) mutant E8-E16 divisions showing significant defects in HMP-1::GFP accumulation with 

cytokinesis failures. (E) Quantification of individual cell division failures and incidence of discontinuous 

adhesion accumulation at the apical midline after polarization. (F) An example of an intestinal cell in an 

Aurora B mutant embryo showing lagging chromosome segregation (red arrowheads). 
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Figure S5. Quantification of defects observed in air-2(or207ts) mutant embryos 

(A) Diagram of failure patterns of pairs of E8-E16 divisions on opposite sides of midline and observed 

consequence on apical microtubule accumulation (green). (B) Quantification of defects in air-2(or207ts) 
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(A) ERM-1 stains the apical lumen of the gut and pharynx in wild-type (N2) embryos at the comma stage. 

Gut lumen defects are observed in (B) air-2(or207), (C) zen-4(or153) and (D) spd-1(oj5) embryos. (E) In 

spd-1(oj5) embryos, AIR-2::GFP does not accumulate at the spindle midzone and instead appears on 

spindle poles (arrowheads). A neighboring cell comes between E16 sisters (asterisk), but AIR-2 eventually 

moves to the apical midline with the poles. (F) PAR-3, (G) DLG-1 and (H) IFB-2 localize to the lumen in 

N2 embryos. (I-K) In air-2(or207) mutants, apical surface markers localize to distorted and mispositioned 

lumens. (L) Lumen defects are observed in icp-1(or663ts) mutant embryos. (M-N) Tissue-specific 

degradation of endogenously tagged NMY-2::GFP (M) or ZEN-4::GFP (N) in the gut does not cause 

significant widening of the apical lumen. Scale bar, 10 μm. 
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Figure S6. Cytokinesis mutants have disrupted intestinal and pharyngeal tubulogenesis 



Figure S7. Cytokinesis in Pharynx Precursor Cells 

(A-E) Centralspindlin ZEN-4::GFP dynamics in PPC divisions. Midbody remnants labeled with ZEN-

4::GFP migrate to the midline (arrowheads, C) and are rapidly internalized and eventually degraded 

(arrowheads in D show internalized ZEN-4 labeled midbodies). AIR-2::GFP (F, G green) colocalized with 

Tubulin::mCherry (F, magenta) and partially colocalized with RAB-11::mCherry (G, magenta) at the 

apical surface of the polarized pharynx (dotted circle). AIR-2::GFP (H, green) partially co-localized with 

PAR-6::mCherry (H, magenta) at the apical surface of the pharynx (dotted circle). (I) The apical surface 

of the pharynx accumulates γ-tubulin::GFP (magenta in merge, microtubules in green). Scale bar, 10 μm. 
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Figure S8. Midbody components label dendrites of sensilla neurons 

Aurora B kinase (green) colocalizes with (A) RAB-11::mCherry (magenta) and (B) tubulin::mCherry 

(magenta) at the apical surface of sensilla (white arrowheads). (C) γ-tubulin::GFP (magenta) localizes at 

the apical cluster with microtubules (green).  (D) AIR-2::GFP (green) localizes along the dendrite 

extension (dashed line) and PAR-6::mCherry is observed at the tip of the extension (arrowhead), 

indicating it is the apical domain. (E) AIR-2::GFP (green) and microtubules (tubulin::mCherry, magenta) 

colocalize along the length of the extended dendrite (dashed line). Scale bar, 10 μm. 
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Figure S9. Cytokinesis mutants have disrupted sensilla neuron morphogenesis 

Visualizing dendrite and neuron morphology by DiI staining in surviving larvae at non-permissive 

temperature. (A-C) Hatched zen-4(or153ts) mutant larvae display a variety of defects including No-DiI 

signal (A), weak (B) and Diffuse (C) DiI signal.  spd-1(oj5) mutant embryo also show sensilla neuron 

morphogenesis defects including diffuse DiI staining pattern (D). 
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Movie 1. Cytokinesis in the first two mitotic divisions 

Cytokinesis in the first (top row) or second (bottom row) division in embryos expressing AIR-2::GFP 

(green, left, with H2B::mCherry and PH::mCherry in magenta) or NMY-2::GFP (green, right, with 

PH::mCherry in magenta). White arrowheads indicate first midbody that is internalized by AB and red 

arrowheads indicate the AB midbody, which is engulfed by EMS. Images are maximum Z projections of 

15 central planes spaced 1μm apart taken every 90 seconds. Playback rate is 2 frames/second. 
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Movie 2. Lattice Light Sheet Imaging of Intestinal Cytokinesis 

E8-E16 intestinal cell divisions in embryos expressing AIR-2::mScarlet (green) with NMY-2::GFP 

(magenta) imaged with lattice light sheet microscopy. A ventral view of the whole embryo (top left) is 

shown with a region of interests (white box) highlighted in the top right panel. Rotated views shown a 

dorsal view (bottom right) and a 45 degrees from a dorsal view (bottom left) and show that AIR-2::GFP 

accumulates to a narrow band around the emerging apical surface. Images are maximum Z projections of 

images acquired every 60 seconds.  
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Movie 3. Cytokinesis in the intestine epithelia 

E8-E16 intestinal cell division in embryos expressing AIR-2::GFP (green, left, PH::mCherry in magenta), 

NMY-2::GFP (green, middle, tubulin::mCherry in magenta) or ZEN-4::GFP (green, right, 

tubulin::mCherry in magenta). The midbodies (indicated by arrowheads) form and move toward the apical 

surface. ZEN-4::GFP and NMY-2::GFP rapidly disappear, while AIR-2::GFP persists at the apical 

midline. Images are maximum Z projections of 10 planes spaced 1μm apart, taken every 60 seconds. 

Playback rate is 6 frames/second. 

Movie 4. High temporal resolution of midbody dynamics in the intestine 

Imaging Earp cell division with high temporal resolution in an embryo expressing AIR-2::GFP (green, 

PH::mCherry in magenta) shows the lengthening of the central spindle and midbody migration event. 

Single plane images were acquired every 10 seconds. Playback rate is 15 frames/second. 
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Movie 5. Cytokinesis in E16 to E20 cell division 

E16-E20 cell division in embryos expressing AIR-2::GFP (green) with PH::mCherry and H2B::mCherry 

(magenta). Images are Maximum Z projections of 15 z planes 1 μm apart that were acquired every 90 

seconds. Playback rate is 6 frames/second. 

Movie 6. Microtubule dynamics during E8-E16 in Aurora B mutants. 

WT (top row) and air-2(or207) (bottom row) mutant embryos expressing TBB-1::GFP (green in merge, 

right movie) and PH::mCherry and H2B::mCherry (middle, magenta in merge). Spindle midzone 

microtubules in WT embryos move to the midline where microtubules accumulate. In Aurora B mutant 

embryos, spindle midzone microtubules are diminished and cells that fail cytokinesis (right pair of gut 

cells) delay microtubule accumulation compared with the cells that do not fail. Images are maximum Z 

projections of 10-15 z planes 1 μm apart that were acquired every 60 seconds. Playback rate is 6 

frames/second. 
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Movie 7. Aurora B regulates adhesion dynamics during E8-E16 epithelial polarization. 

WT (top row) and air-2(or207) (bottom row) mutant embryos expressing HMP-1::GFP (green in merge, 

right movie) and TBB-1::mCherry (top middle, magenta in upper left merge) or PH::mCherry and 

H2B::mCherry (bottom middle, magenta in lower left merge). In WT, HMP-1::GFP accumulates at the 

furrow and midbody as it migrates to the apical surface where it accumulates during polarization. In 

Aurora B mutant embryos, HMP-1::GFP is reduced in the furrow and midbody and cells that fail 

cytokinesis (left pair of gut cells) delay adhesion accumulation at the midline. Images are maximum Z 

projections of 10-15 z planes 1 μm apart that were acquired every 60 seconds. Playback rate is 6 

frames/second. 

Movie 8. Cytokinesis in the pharynx from ventral views. 

Cell division in pharyngeal precursor cells in embryos expressing AIR-2::GFP (green, left, H2B::mCherry 

in magenta), ZEN-4::GFP (green, middle left, TBB-1::mCherry in magenta), HMP-1::GFP (green, middle 

right, TBB-1::mCherry in magenta) or NMY-2::GFP (green, right, TBB-1::mCherry in magenta). 

Midbodies (white arrowheads) migrate toward pharyngeal midline after forming centrally between 
daughter cell pairs.  Images are maximum Z projections of 10-15 z planes 1 μm apart that were acquired 

every 90 seconds. Playback rate is 6 frames/second. 
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Movie 9. Lattice light sheet imaging of pharyngeal precursor cell divisions 

Dorsal view (top left) of lattice light sheet microscopy of pharyngeal precursor cell cytokinesis in embryos 

expression AIR-2::mScarlet (green) with NMY-2::GFP (magenta) shows migration of midbodies towards 

the apical midline. The pharyngeal precursor cells in the highlighted region (top right) are shown in 

zoomed in view of a 45-degree (bottom left) and 90-degree (bottom right) rotation along the anterior-
posterior axis of the embryo. Images are max intensity projections of images acquired every 60 seconds. 
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Movie 10. Cytokinesis in the sensilla dendrite development 

Cell division in sensilla precursor cell divisions in embryos expressing AIR-2::GFP (green, left, 

H2B::mCherry in magenta), ZEN-4::GFP (green, middle left, TBB-1::mCherry in magenta), NMY-

2::GFP (green, middle right, TBB-1::mCherry in magenta), or HMP-1::GFP (green, right, TBB-

1::mCherry in magenta). Midbodies (white arrowheads) migrate into an apical cluster. Images are 

maximum Z projections of 10 z planes 1 μm apart that were acquired every 90 seconds. Playback rate is 6 

frames/second.  

Movie 11. Lattice Light Sheet imaging of Sensilla Precursor Cell Division 

Dorsal view of embryos expressing midbody flank marker AIR-2::mScarlet (green) with NMY-2::GFP 

(magenta) during the sensilla precursor divisions (top left). The sensilla precursor cells are highlighted in 

the white box (top right) and zoomed in views of this region at a 45-degree (bottom left) and 90-degree 

(bottom right) rotation along the anterior-posterior axis of the embryo are also shown.  Images are 

maximum intensity Z projections of images acquired every 60 seconds. 
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Movie 12. Dendrite Extension of sensilla neurons 

Embryo expressing AIR-2::GFP from the apical cluster stage of amphid polarization through the process 

of dendrite extension. Images are maximum Z projections of 7 planes 1 μm apart viewed from the ventral 

aspect and acquired every 90 seconds. Playback rate is 6 frames/second.  

Movie 13. Dendrite Extension of sensilla neurons 

Embryo expressing AIR-2::mScarlet (green) with NMY-2::GFP (magenta) during amphid neuron dendrite 

extension. A 45 degree (middle panel) and a 90 degree (right panel) rotated view of the mouth of the 

animal are also shown. Images are maximum Z projections of images acquired every 60 seconds.  
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Table S1. Hatch rate of temperature sensitive mutants dissected at the two cell stage. 

Stage Before 
Shifting 

Genotype Hatch Rate % (Hatch Embryos/Total) 

15 °C Forever N2 100% (32/32) 

air-2(or207) 53.6% (37/69) 

zen-4(or153) 100% (28/28) 

spd-1(oj5) 100% (35/35) 

E4-E8 N2 100% (26/26) 

air-2(or207) 6.3% (2/32) 

zen-4(or153) 0% (0/57) 

spd-1(oj5) 100% (48/48) 

E8-E16 N2 100% (45/45) 

air-2(or207) 14.4% (13/90) 

zen-4(or153) 10.1% (10/99) 

spd-1(oj5) 100% (83/83) 

Comma-1.5 Fold N2 100% (36/36) 

air-2(or207) 33.7% (31/92) 

zen-4(or153) 85.7% (54/63) 

spd-1(oj5) 100% (27/27) 
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Stage Before 
Shifting 

Genotype No DiI Signal Weak DiI 
signal 

Shape & Position 
Defect 

Extended DiI Staining

15 °C Forever N2 0% (0/32) 0% (0/32) 0% (0/32) 0% (0/32) 
air-2(or207) 2.7% (1/37) 8.1% (3/37) 2.7% (1/37) 0% (0/37) 
zen-4(or153) 0% (0/18) 0% (0/18) 0% (0/18) 0% (0/18) 

spd-1(oj5) 0% (0/34) 0% (0/34) 0% (0/34) 0% (0/34) 
E4-E8 N2 0% (0/10) 0% (0/10) 0% (0/10) 0% (0/10) 

air-2(or207) 50% (1/2) 0% (0/2) 50% (1/2) 0% (0/2) 
zen-4(or153) 0% (0/0) 0% (0/0) 0% (0/0) 0% (0/0) 

spd-1(oj5) 0% (0/44) 4.5% (2/44) 9.1% (4/44) 6.8% (3/44) 
E8-E16 N2 0% (0/29) 0% (0/29) 0% (0/29) 0% (0/29) 

air-2(or207) 16.7% (2/12) 58.3% (7/12) 58.3% (7/12) 0% (0/12) 
zen-4(or153) 77.8% (7/9) 11.1% (1/9) 22.2% (2/9) 0% (0/9) 

spd-1(oj5) 0% (0/59) 0% (0/59) 8.5% (5/59) 5.1% (3/59) 
Comma-1.5 Fold N2 0% (0/21) 0% (0/21) 0% (0/21) 0% (0/21) 

air-2(or207) 6.9% (2/29) 10.3% (3/29) 0% (0/29) 13.8% (4/29)
zen-4(or153) 0% (0/53) 0% (0/53) 0% (0/53) 22.6% (12/53)

spd-1(oj5) 0% (0/18) 0% (0/18) 0% (0/18) 33.3% (6/18)

Table S2. Quantification of DiI Staining of TS Mutants 
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Table S3. Strains used in this study. 

Strain Genotype Origin 

AZ212 unc-119(ed3) iii; ruIs32[Ppi-1::GFP::His-58] 

iii 

(Praitis et al., 2001) 

DKC21 ltSi1016[pDC337;  Pdyf-7::vhhGFP4::ZIF-

1::dyf-7_3'UTR; cb-unc-119(+)] air-2(lt58[air-

2::GFP::tev::loxP::3xFlag]) i;Pnphp-

4::mNeonGreen-his-72:tbb-2_3'UTR;;gpd-2/3 

operon linker-mKate2-PH:unc-34_3'UTR] v 

This Study 

EKM48 unc-119(ed3) iii; ojIs51[Ppie-1::GFP::air-2;  

unc-119(+)] 

(Bembenek et al., 2013) 

EKM50 unc-119(ed3) iii; ojIs51[Ppie-1::GFP::air-2;  
unc-119(+)]; ltIs37[(pAA64) pie-
1p::mCherry::his-58 + unc-119(+)] iv; 
ltIs44[pie-1p::mCherry::PH(PLC1delta1) + 
unc-119(+)] v 

(Bembenek et al., 2013) 

EKM51 unc-119(ed3) iii; ojIs51[Ppie-1::GFP::air-2; 
unc-119(+)]; ltIs37[(pAA64) pie-
1p::mCherry::his-58 + unc-119(+)] iv 

This Study 

EKM52 unc-119(ed3) iii; ojIs51[Ppie-1::GFP::air-2; 

unc-119(+)];ltIs44[pie-

1p::mCherry::PH(PLC1delta1) + unc-119(+)] 

v 

This Study 

EU630 air-2(or207) i (Severson et al., 2000) 

EU716 zen-4(or153) iv (Severson et al., 2000) 

JA1559 unc-119(ed3) iii; weIs21[pJA138 (pie-

1::mCherry::tub::pie-1)] 

(Lee et al., 2015) 

JAB23 unc-119(ed3) iii; ojIs51[Ppie-1::GFP::air-2; 

unc-119(+)]; weIs21[pJA138 (pie-

1::mCherry::tub)] 

This Study 
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JAB24 zen-4(or153ts) iv; xsEx6[zen-4::GFP; rol-6 

(su1006)]; unc-119(ed3) iii; weIs21[pJA138 

(pie-1::mCherry::tub)] 

This Study 

JAB32 unc-119(ed3) iii; ddIs26[pie-1p::mCherry::par-

6; unc-119(+)] v; ojIs51[Ppie-1::GFP::air-2; 

unc-119(+)] 

This Study 

JAB34 unc-119(ed3) iii; zen-4(or153) iv; xsEx6[zen-

4::GFP; rol-6 (su1006)]; ltIs44[pie-

1p::mCherry::PH(PLC1delta1) + unc-119(+)] 

v 

This Study 

JAB36 unc-119(ed3) iii; ddIs26[pie-1p::mCherry::par-

6; unc-119(+)] v; ojIs51 [Ppie-1::GFP::air-2 + 

unc-119(+)] 

This Study 

JAB38 unc-119(ed3) iii; air-2(or207); ltIs44[pie-

1p::mCherry::PH(PLC1delta1) + unc-119(+)] 

v; ojIs37[Ppie-1::H2B::mCherry; unc-119(+)] 

iv; ojIs2[alpha-tubulin::GFP unc-119(+)] 

This Study 

JAB39 unc-119(ed3) III; ojIs51[Ppie-1::GFP::air-2 + 

unc-119(+)]; ruIs32[Ppi-1::GFP::His-58; unc-

119(ed3) iii; ddIs6[tbg-1::GFP + unc-119(+)] 

v 

This Study 

JAB52 unc-119(ed3) iii; ddIs6[tbg-1::GFP + unc-

119(+)] v; ruIs32[Ppi-1::GFP::His-58; unc-

119(ed3) iii; weIs21[pJA138 (pie-

1::mCherry::tub)] 

This Study 

JAB60 unc-119(ed3) iii; ojIs51[Ppie-1::GFP::air-2; 

unc-119(+)]; pwIs476[Ppie-1::mCherry::rab-

11] 

This Study 

JAB116 unc-119(ed3) iii; weIs21[pJA138 (Ppie-

1::mCherry::tub)]; unc-119(+)]; zuIs45[nmy-

This Study 

Development: doi:10.1242/dev.181099: Supplementary information

D
ev

el
o

pm
en

t •
 S

up
pl

em
en

ta
ry

 in
fo

rm
at

io
n



2::NMY-2::GFP; unc-119(+)] v 

JAB142 unc-119(ed3) iii; ojIs2[alpha-tubulin::GFP 
unc-119(+)]; ltIs37[(pAA64) pie-
1p::mCherry::his-58 + unc-119(+)] iv; 
ltIs44[pie-1p::mCherry::PH(PLC1delta1) + 
unc-119(+)] v 

This Study 

JAB194 air-2(erb80[air-2::mScarlet]) i This Study 

JAB200 hmp-1(cp20[hmp-1::gfp + LoxP unc-119(+) 

LoxP]) v; weIs21[pJA138 (pie-

1::mCherry::tub::pie-1)] 

This Study 

JAB205 air-2(erb-81[air-2::linker::GFP]) This Study 

JAB207 unc-119(ed3) iii; air-2(or207) i; hmp-

1(cp20[hmp-1::gfp + LoxP unc-119(+) LoxP]) 

v; ltIs44[pie-1p::mCherry::PH(PLC1delta1) + 

unc-119(+)] v; ojIs37[Ppie-1::H2B::mCherry; 

unc-119(+)] iv 

This Study 

JAB210 air-2(erb80[air-2::mScarlet) i; zuIs45[nmy-

2::NMY-2::GFP; unc-119(+)] v 

This Study 

JAB223 unc-119(ed3) iii; air-2(erb-81[air-

2::linker::GFP]); ltSi910[pOD2044/pSW378; 

Pelt-2::vhhGFP4::ZIF-1::operon- 

linker::mCherry::histone::tbb-2_3'UTR; cb-

unc-119(+)] ii 

This Study 

JAB224 unc-119(ed3) iii; zen-4(lt30[GFP::loxP::zen-

4]) iv; ltSi910[pOD2044/pSW378; Pelt-

2::vhhGFP4::ZIF-1::operon- 

linker::mCherry::histone::tbb-2_3'UTR; cb-

unc-119(+)] ii 

This Study 

JAB225 unc-119(ed3) iii; nmy-2(cp13[nmy-2::GFP + 

LoxP]) i; ltSi910[pOD2044/pSW378; Pelt-

This Study 
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2::vhhGFP4::ZIF-1::operon- 

linker::mCherry::histone::tbb-2_3'UTR; cb-

unc-119(+)] ii 

JAB235 spd-1(oj5) I; air-2(erb-81[air-2::linker::GFP]); 
ltIs37[(pAA64) pie-1p::mCherry::his-58 + unc-
119(+)] iv; ltIs44[pie-
1p::mCherry::PH(PLC1delta1) + unc-119(+)] 
v 

This Study 

JCC401 icp-1(or663ts) i (Davies et al., 2014) 

JJ1473 unc119(ed3) iii; zuIs45[nmy-2p::nmy-2::GFP; 

unc-119(+)] v 

(Nance et al., 2003) 

LP162 nmy-2(cp12[nmy-2::GFP + LoxP] i (Dickinson et al., 2013) 

LP169 unc-119(ed3) iii; hmp-1(cp21[hmp-1::GFP _ 

LoxP unc-119(+) LoxP]) v 

(Marston et al., 2016) 

MG170 zen-4(or153) iv; xsEx6[zen-4::GFP + rol-

6(su1006) 

(Kaitna et al., 2000) 

N2 Bristol (wild-type) CGC 

OD56 unc-119(ed3) iii; ltIs37[(pAA64) pie-

1p::mCherry::his-58 + unc-119(+)] iv 

(McNally et al., 2006) 

OD70 unc-119(ed3) iii; ltIs44[pie-

1p::mCherry::PH(PLC1delta1) + unc-119(+)] 

v 

(Kachur et al., 2008) 

NWG002 unc-119(ed3) iii; ltIs44[pie-

1p::mCherry::PH(PLC1delta1) + unc-119(+)] 

v; zuIs45[nmy-2p::nmy-2::GFP; unc-119(+) v 

(Redemann et al., 2010) 

OD2768 unc-119(ed3) iii; ltSi910[pOD2044/pSW378; 

Pelt-2::vhhGFP4::ZIF-1::operon- 

linker::mCherry::histone::tbb-2_3'UTR; cb-

unc-119(+)] ii  

(Wang et al., 2017) 
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OD2979 zen-4(lt30[GFP::loxP::zen-4]) iv (Lee et al., 2018) 

OD3025 unc-119(ed3) iii; ltSi1016[pDC337; Pdyf-

7::vhhGFP4::ZIF-1::dyf-7_3’UTR; cb-unc-

119(+)] i #2 

(Cheerambathur et al., 2019) 

OD3230 air-2(lt58[air-2::GFP::tev::loxP::3xFlag]) i (Cheerambathur et al., 2019) 

OD3262 ltSi1016[pDC337; Pdyf-7::vhhGFP4::ZIF-

1::dyf-7_3'UTR; cb-unc-119(+)] air-2(lt58[air-

2::GFP::tev::loxP::3xFlag]) i 

(Cheerambathur et al., 2019) 

OD3919 unc-119(ed3) iii; ltSi1174[oxTi365; pDC591; 

Pnphp-4::mNeonGreen-his-72: tbb-

2_3’UTR;;gpd-2/3 operon linker-mKate2-

PH:unc-34_3’UTR] v 

(Cheerambathur et al., 2019) 

RT1196 unc-119(ed3) iii; pwIs476[Ppie-

1:mCherry:RAB-11.1, unc-119(+)] 

Gift from Barth Grant 

SA240 unc-119(ed3) iii; tjIs54[pie-1 promoter-

gfp::tbb-2; pie-1 promoter-2xmCherry::tgb-1; 

unc-119+] 

(Toya et al., 2010) 

SA245 unc-119(ed3) iii; tjIs57[pie-1 promoter-

mCherry::his-48; unc-119+] 

(Toya et al., 2010) 

SA250 unc-119(ed3) iii; tjIs54[pie-1 promoter-
gfp::tbb-2; pie-1 promoter-2xmCherry::tgb-1; 
unc-119+]; tjls57[pie-1 promoter-mCherry::his-
48; unc-119+] 

(Toya et al., 2010) 

TH27 unc-119(ed3) iii; ddIs6[tbg-1::GFP + unc-
119(+)] v 

(Redemann et al., 2010) 

TH110 unc-119(ed3) iii; ddIs26[pie-1p::mCherry::par-

6; unc-119(+)] 

(Schonegg et al., 2007) 

WH12 spd-1(oj5) i (O'Connell et al., 1998) 

WH210 unc-119(ed3) iii; ojIs2[alpha-tubulin::GFP 

unc-119(+)] 

(Kemp et al., 2004) 
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