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ESM_4 : Linkage maps and positions of the four QTL with major effect on FHB severity and coinciding 
morphological traits in the three populations based on BLUEs calculated across all experiments. For 
readability, only selected markers are shown. Loci closest to the QTL peak of FHB severity are in bold. QTL 
bars span an LOD drop of 1.5 from maximum LOD. 
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3615705|F|0-55:C>T-55:C>T0.0
3040875|F|0-16:T>C-16:T>C11.7
19758994|F|0-39:A>G-39:A>G23.6
4212218|F|0-38:T>G-38:T>G36.4
4206075|F|0-60:C>G-60:C>G43.1
10517361|F|0-33:T>C-33:T>C58.3
4568188|F|0-23:G>A-23:G>A64.4

3040771|F|0-59:T>C-59:T>C97.3

4568497|F|0-17:C>T-17:C>T115.7

3042109|F|0-23:T>C-23:T>C135.4
16353188|F|0-39:G>C-39:G>C149.5
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3614695|F|0-40:T>C-40:T>C34.4
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3B (Consensus)

14479870|F|0-26:A>T-26:A>T70.0
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WKS: FHB severity on grains 
AUDPC: FHB severity in field 
PH: Plant height
Flow: Flowering date



WKS: FHB severity on grains 
AUDPC: FHB severity in field 
PH: Plant height
Flow: Flowering date
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ESM_4 : Linkage maps and positions of the four QTL with major effect on FHB severity and coinciding 
morphological traits in the three populations based on BLUEs calculated across all experiments. For 
readability, only selected markers are shown. Loci closest to the QTL peak of FHB severity are in bold. QTL 
bars span an LOD drop of 1.5 from maximum LOD. 
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