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Oryzias latipes TAP1 ENSORLG00000016158 ENSORLT00000020221

Oreochromis niloticus TAP2 ENSONIG00000020042 ENSONIT00000025265

Gasterosteus aculeatus TAP2 ENSGACG00000000128 ENSGACT00000000169

Gasterosteus aculeatus TAP2T ENSGACG00000004139 ENSGACT00000005455

Xiphophorus maculatus TAP1 ENSXMAG00000018614 ENSXMAT00000018691

Poecilia formosa TAP2 ENSPFOG00000003049 ENSPFOT00000003025

Danio rerio TAP2 ENSDARG00000036787 ENSDART00000031380

Poecilia formosa TAP1 ENSPFOG00000007480 ENSPFOT00000007589

Danio rerio TAP1 ENSDARG00000079766 ENSDART00000150156

Takifugu rubripes TAP2 ENSTRUG00000003771 ENSTRUT00000008905

Gasterosteus aculeatus TAP2 ENSGACG00000000135 ENSGACT00000000178

Latimeria chalumnae TAP1 ENSLACG00000014125 ENSLACT00000016151

Poecilia formosa TAP2T ENSPFOG00000018394 ENSPFOT00000018542

Neogobius melanostomus TAP2 rev Contig 2107 GOBY 2986109-2994269

Latimeria chalumnae TAP2T ENSLACG00000013948 ENSLACT00000015949

Tetraodon nigroviridis TAP2T ENSTNIG00000011842 ENSTNIT00000014998

Neogobius melanostomus TAP1 Contig 1786 GOBY 3696645-3705080

Takifugu rubripes TAP2T ENSTRUG00000010603 ENSTRUT00000026877

Astyanax mexicanus TAP1 ENSAMXG00000017074 ENSAMXT00000017573

Xiphophorus maculatus TAP2T ENSXMAG00000014741 ENSXMAT00000014798

Oreochromis niloticus TAP2T ENSONIG00000008663 ENSONIT00000010899

Lepisosteus oculatus ABCB9 ENSLOCG00000005562 ENSLOCT00000006724

Oreochromis niloticus TAP1 ENSONIG00000018168 ENSONIT00000022909

Danio rerio TAP2T ENSDARG00000033446 ENSDART00000153401

Gasterosteus aculeatus TAP1 ENSGACG00000013054 ENSGACT00000017303

Neogobius melanostomus TAP2T Contig 2864 GOBY 693836-723297
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Supplemental_Fig_S8
The round goby genome

Phylogenetic tree of fish TAP genes. Maximum-likelihood tree with 500 bootstraps. Round goby (Neogobius melanostomus) is labeled orange. 
Outgroup: Lepistosteus oculatus ABC transporter. 


