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The round goby genome

Phylogenetic tree of vertebrate occludin genes. Maximum-likelihood tree with 100 bootstraps of round goby (Neogobius melanostomus, 
orange) in relation to great blue-spotted mudskipper (Boleophthalmus pectinirostris), stickleback (Gasterosteus aculeatus), nile tilapia 
(Oreochromis niloticus), zebrafish (Danio rerio), and human (Homo sapiens, grey).

Homo sapiens tr A1BQX2 A1BQX2 
Homo sapiens tr D6RA09 D6RA09 

Boleophthalmus pectinirostris XP 020793838.1 
Neogobius melanostomus  00012039 

Boleophthalmus pectinirostris XP 020796584.1 
Danio rerio tr Q08BB8 Q08BB8 

Danio rerio tr E7F2I5 E7F2I5 
Boleophthalmus pectinirostris XP 020789066.1 

Neogobius melanostomus  00018861 
Gasterosteus aculeatus tr G3NY69 G3NY69 
Oreochromis niloticus tr I3JV07 I3JV07 

Homo sapiens sp Q16625 OCLN 
Danio rerio tr Q4KM13 Q4KM13 

Gasterosteus aculeatus tr G3N596 G3N596 
Boleophthalmus pectinirostris XP 020793842.1 

Neogobius melanostomus  00012037 
Danio rerio tr F1QFR8 F1QFR8 

Gasterosteus aculeatus tr G3NI06 G3NI06 
Oreochromis niloticus tr I3JW93 I3JW93  

Boleophthalmus pectinirostris XP 020789581.1 
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