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Supplementary Figure 1. Minimum inhibitory concentration of actifensin peptide against Gram

positive pathogens determined by well diffusion assay.



Phylum Species Per. Identity Description

Actinobacteria  A. ruminicola - 1 R e I FEGENL I TSNPYQESNHEKSV -BYRGEYCKLRTVETEN - - - - - - - - - -
Ascomycota Helicocarpus griseus 52.26 hypothetical protein MRFSTVFAVVSALSMTALALPSPVTEDVNLAE------- REAAPEPMPEELVAAFTKLGERSLEGEEDN- - - - VIAKRGFBGET IWGGNDKPEHRHEKS | K
Ascomycota Blastomyces percursus 57.89 hypothetical protein MRLSAVFA| ISALSMTALA | PAPAPEDLDIAEATADLATRDAPVEA | PDDFVGDLAGLNDDDDDDDEDERPAHALQKR N | FGGNDYREHRHEKS | R
Ascomycota Blastomyces silverae 57.89 hypothetical protein MRFSAVFA | ISALSMTALA I PAPAPEDLDI AEATADLAARDARMGA | PDDFAGDLAGLDDDDDDDDEDENPART LQKR! N | FGGNDYREHRHEKS | K|
Ascomycota  Blastomyces gilchristii 57.89  conserved hypothetical protein MRFSAVFA | ISALSMTALA | PAPAPEDLDIAEATADLAARDAPVEA | PDDFAGDVSGLDDEDD- - - - - ENSAGALQKR! N | FGGNDYREBHRHEKS | SBY KEBGYCKLGG | BKEY - - - - - - - - - -
Ascomy Bl es dermatitidi: 57.89  hypothetical protein MRFSAVFA| | SALSMTALAIPVPAPEDLDIAEATADLAARDAPVEA | PDDFAGDVSGLDDDDDDDDEDENSAGALQKR) N | FGGNDYREHRHEKS | SGYKEGYCKLGG | BKEY - - - - - - - - - -
Ascomycota Blastomyces dermatitidis 57.89 hypothetical protein MRFSAVFA| ISALSMTALA | PAPAPEDLDIAEATADLAARDAPVEA | PDDFAGDVSGLDDDDDDDDEDENSAGALQKR N | FGGNDYREHRHEKS | S
Ascomycota Emmonsia crescens 55.26 hypothetical protein MRFSAIFAI ISALSMTALAMPAPAPEDFGIAEAAADLAARNAPADA | PDDFAGDLAGMDDDDDDDDY - ENSVGSLQKR T 1 FGGNDSREHRHEKS | Ri
Ascomycota Emmonsia sp. 55.26 hypothetical protein MRASAIFA| ISALSMTTLAMPAAAPEDFDIAAATADLAARGAPAEA | PDDFAGDLAGLDDDDDDDDEND - SAGVLQKR T 1 FGGNDSREHRHEKS | R!
Ascomycota Emergomyces pasteurianus 5526  hypothetical protein MRVSAILAI ISALSMTALAIPAPAPEDFDIAEATADLAARDAPAEAVPDDFAGDLAGLDDDDDDDDY - ENSAGVLQKR) T | FGGNDSREHKHEKS | R!

Mollusca Ruditapes philippinarum 60.53 defensin MKMMIVFTV---LFLAAMILP----- 151V 5 ) eI I I FBEP - - - -NDYSESNHERDS | IGCKKRRS | QE

Supplementary Figure 2. Eukaryotic sequences with homology to afnA identified using BLASTp. Residues with 100% identity are highlighted.
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Supplementary Figure 3. Percent-identity matrix of actifensin
(Actifensin_ruminicola_DPC7226_afnA) mature peptide amino acid sequence and homologous afnA

sequences.

Supplementary Table 1. Actinomyces genomes used in in silico screen.

Supplmentary Table 2. afnA mature sequences and source genomes.

Supplementary Table 3. Growth conditions of indicator species used in this study.
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