
 

Supplementary Figure 1. Minimum inhibitory concentration of actifensin peptide against Gram 

positive pathogens determined by well diffusion assay. 

  



 

 

Supplementary Figure 2. Eukaryotic sequences with homology to afnA identified using BLASTp. Residues with 100% identity are highlighted. 

  



 



Supplementary Figure 3. Percent-identity matrix of actifensin 

(Actifensin_ruminicola_DPC7226_afnA) mature peptide amino acid sequence and homologous afnA 

sequences.  

Supplementary Table 1. Actinomyces genomes used in in silico screen. 

Supplmentary Table 2. afnA mature sequences and source genomes. 

Supplementary Table 3. Growth conditions of indicator species used in this study. 
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