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Supplementary Table1. Clinicopathological features of surgical hepatocellular 

carcinoma (HCC), chronic hepatitis (CH) and cancer-free control samples 

 HCC CH Control P value 

N 200 200 200  

Age Mean (SE) year 55.43(12.4) 56.89(11.8) 56.79(11.6) 0.44a 

Sex (male/female) 160/40 157/43 162/38 0.82b 

Differentiation grade     

Well 96    

Moderate 61    

Poorly 43    

Tumor Size(cm)     

≤5cm 116    

>5cm 84    

Tumor Number     

Solitary 89    

Multiple 111    

Tumor Capsular     

Incomplete 14    

Complete 186    

AFP(ng/mL) 32.7(13.3) 28.3(11.2) 18.9(3.2) 0.032a 

TNM stage(I:II:III) 98: 67:35    

Metastasis     

Yes 100    

No 100    

HBV/HCV     

Yes 200 200 / 1.00b 

No 0 0 /  

 

a Student t-test. 

b Chi-square test. 



Supplementary Table2. Clinicopathological features of surgical hepatocellular 

carcinoma (HCC) without metastasis(HCC-N) and with metastasis(HCC-M). 

 HCC- N HCC-M P value 

N 100 100  

Age Mean (SE) year 56.12(11.5) 55.89(11.3) 0.33a 

Sex (male/female) 78/22 82/18 0.48b 

Differentiation grade   0.69b 

Well 45 51  

Moderate 32 29  

Poorly 23 20  

Tumor Size(cm)   0.39b 

≤5cm 55 61  

>5cm 45 39  

Tumor Number   0.67b 

Solitary 43 46  

Multiple 57 54  

Tumor Capsular   0.58b 

Incomplete 8 6  

Complete 92 94  

AFP(ng/mL) 31.8(10.8) 33.2(10.2) 0.12a 

TNM stage(I:II:III) 45: 35:20 53:32:15 0.47b 

HBV/HCV   1.00b 

Yes 100 100  

No 0 0  
 

a Student t-test. 

b Chi-square test. 



Supplementary Table 3: Risk score analysis of in hepatocellular carcinoma HCC 

and cancer-free control plasma samples 

Score 0-5.438 5.438-9.126 PPV a  NPVb 

Training set   0.95 0.95 

HCC 1 19   

Control 19 1   

Validation set   0.80 0.95 

HCC 36 144   

Control 171 9   

a PPV, positive predictive value 

b NPV, negative predictive value 
 



Supplementary Table 4: Risk score analysis of in hepatocellular carcinoma HCC 

and CH plasma samples 

Score 0-5.351 5.351-9.124 PPV a  NPVb 

Training set   0.90 0.95 

HCC 2 18   

CH 19 1   

Validation set   0.84 0.80 

HCC 29 151   

CH 144 36   

a PPV, positive predictive value 

b NPV, negative predictive value 
 



Supplementary Table 5: Risk score analysis of in hepatocellular carcinoma(HCC) 

metastasis and non-metastasis patients’ plasma samples 

Score 0-1.128 1.128-3.339 PPV a  NPVb 

Training set   0.90 0.95 

Metastasis 2 18   

Non-metastasis 19 1   

Validation set   0.90 0.96 

Metastasis 8 72   

Non-metastasis 77 3   

a PPV, positive predictive value 

b NPV, negative predictive value 

 



Supplementary Table 6. Primers for Quantitative RT- PCR 

Gene name All Patients Sequence 

XLOC_001120 Forward Primer GCGGGCTTAGTAGCTTCAGG 
 Reverse Primer GTTGGGTAGTTGCCGTCTCC 

ENSG00000243766.2 Forward Primer TCCCTGTGCACCATTCATCC 
 Reverse Primer CAGGTCCGGTCCACAAAGAA 

ENSG00000248932.1  Forward Primer AACGAAGTGCCTAATCCCCG 
 Reverse Primer CTGGAGACTCGTTTCGCCTT 

ENST00000440688.1  Forward Primer AGCCACATGGCTCAGGATTC 
 Reverse Primer CGCCACTCCATAGTCACCAG 

TCONS_00003661 Forward Primer GGGTGACTCACTGAAGACGG 

 Reverse Primer ATAATCGCACAGGCAGAGGG 

ENST00000457302.2 Forward Primer TGTGACCTGAGGGACTGAAC 

 Reverse Primer AAGCCATTAGCCACAGGGAAA 

ENST00000592884.1 Forward Primer AATACAAGGATGAGGCCAGCTC 

 Reverse Primer TCTCCCTTAACGACGACTGC 

ENST00000399447.3 Forward Primer GCTTCTGGCTGCATTCTAGG 

 Reverse Primer CTCGCTTTCAGAAAACCACCC 

ENST00000503186.1 Forward Primer ACGTGCCTGTCTCCATCAAC 

 Reverse Primer GGGGTAGCAGAGACAAGGTG 

GAPDH Forward Primer GGAGCGAGATCCCTCCAAAAT 

 Reverse Primer GGCTGTTGTCATACTTCTCATGG 
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