Table S1.

S. cerevisiae strain Genotype Reference
BY4742 MATa his341 leu2A0 lys240 ura340 Open Biosystems
Aend3 MATa end3 his341 leu2A0 lys240 ura340 Open Biosystems
Apep4 MATa pep4 his341 leu2A0 lys240 ura340 Open Biosystems
BY4742 Pmal-mRFP + MATa his341 leu240:: PMAI-mRFP-LEU?2 [ys240 This study
kAE ™ ura340 [pYES2.1 KAE114]
BY4742 Pmal-mRFP + MATa his341 leu240:: PMAI-mRFP-LEU?2 [ys240 This study
veGFP-kAE1 ura340
[pPYES2.1 yeGFP-KkAEI]
Aend3 pYES MATa end3 his341 leu2A0 lys240 ura340 [pYES empty This study
vector]
Aend3 kAEI™ MATa end3 his341 leu2A0 lys240 ura340 [pYES KAEI™]  This study
Aend3 kAEI™T MATa end3 his341 leu2A0 lys240 ura340 [pYES kKAEI"T]  This study
Aend3 kAE ]53Men MAToa end3 his341 leu2A0 lys240 ura340 [pYES This study
kAE IB3Mem]
Apep4 pYES MAToa pep4 his3A1 leu240 lys240 ura340 [pYES empty This study
vector]
Apep4kAE 1" MATa pep4 his341 leu2A0 lys240 ura340 [pYES kAET"4]  This study
Apep4 kAET"T MATa pep4 his341 leu2A0 lys240 ura340 [pYES kAEI"T]  This study
Apep4 kAE [B3Mem MATa pep4 his3A1 leu2A0 lys240 ura340 [pYES This study
kAE IB3Mem]
BY4742-GEV MATa his341 leu240 lys240 ura340, leu2A0::PACT1- This study
GEV-NatMX
BY4742-GEV pYES- MATa his341 leu240 lys240 ura340, leu2A0::PACT1- This study

KAEIWT

GEV-NatMX [pYES2.1 KAE1VT]




