Table S1 Real-Time Polymerase Chain Reaction Primers

Name

Sequence

ATOHS

GAPDH

HK?2

BAX

BCL2

MMP9

MMPI

CDS80

TIMPI

IL1]

IL10

IFNG

ANG

TGF-p3

Forward (5°-3”)
Reverse (5°-3°)
Forward (5°-3”)
Reverse (5°-37)
Forward (5°-3”)
Reverse (5°-3°)
Forward (5°-3")
Reverse (5°-37)
Forward (5°-3")
Reverse (5°-37)
Forward (5°-3")
Reverse (5°-37)
Forward (5°-3”)
Reverse (5°-37)
Forward (5°-3”)
Reverse (5°-37)
Forward (5°-3")
Reverse (5°-37)
Forward (5°-3”)
Reverse (5°-37)
Forward (5°-3”)
Reverse (5°-3°)
Forward (5°-3”)
Reverse (5°-3°)
Forward (5°-3”)
Reverse (5°-37)

Forward (5°-3”)

CAGGTGCCGTGCTACTCATA
AGTCACTCCTTGCGCTTCTT
ACCCAGAAGACTGTGGATGG
TCTAGACGGCAGGTCAGGTC
GAGCCACCACTCACCCTACT
CCAGGCATTCGGCAATGTG
CCCGAGAGGTCTTTTTCCGAG
CCAGCCCATGATGGTTCTGAT
GGTGGGGTCATGTGTGTGG
CGGTTCAGGTACTCsAGTCATCC
GGGACGCAGACATCGTCATC
TCGTCATCGTCGAAATGGGC
GGGGCTTTGATGTACCCTAGC
TGTCACACGCTTTTGGGGTTT
AAACTCGCATCTACTGGCAAA
GGTTCTTGTACTCGGGCCATA
CTTCTGCAATTCCGACCTCGT
ACGCTGGTATAAGGTGGTCTG
CGAGCGGACCTACTGTCCTA
GCCCAGTCAAGTGTCAGGTG
GATGTCAAACTCACTCATGGCT
CGAGCGGACCTACTGTCCTA
TCGGTAACTGACTTGAATGTCCA
TCGCTTCCCTGTTTTAGCTGC
CTGGGCGTTTTGTTGTTGGTC
GGTTTGGCATCATAGTGCTGG
ACAACACCTGAACCCAGAG



INF

VEGFR2

GLUTI

LDHA

VEGF

E-Cadherin

N-Cadherin

Vimentin

Laminin5

Fibronectin

HK2-pl

HK2-p2

HK2-p3

Reverse (5°-3°)
Forward (5°-3”)
Reverse (5°-3°)
Forward (5°-3”)
Reverse (5°-37)
Forward (5°-3”)
Reverse (5°-37)
Forward (5°-3”)
Reverse (5°-37)
Forward (5°-3”)
Reverse (5°-37)
Forward (5°-3”)
Reverse (5°-37)
Forward (5°-3”)
Reverse (5°-37)
Forward (5°-3”)
Reverse (5°-37)
Forward (5°-3”)
Reverse (5°-3”)
Forward (5°-3”)
Reverse (5°-3”)
Forward (5°-3")
Reverse (5°-37)
Forward (5°-3”)
Reverse (5°-37)
Forward (5°-3”)

Reverse (5°-37)

ACTGCAGTGAGCAAGCTGA
AAGCCTGTAGCCCATGTTGTAGC
GAAGACCCCTCCCAGATAGATG
GGCCCAATAATCAGAGTGGCA
CCAGTGTCATTTCCGATCACTTT
GCCAGAAGGAGTCAGGTTCAA
TCCTCGGAAAGGAGTTAGATCC
ATGGCAACTCTAAAGGATCAGC
CCAACCCCAACAACTGTAATCT
AGGGCAGAATCATCACGAAGT
AGGGTCTCGATTGGATGGCA
CGAGAGCTACACGTTCACGG
GGGTGTCGAGGGAAAAATAGG
TGCGGTACAGTGTAACTGGG
GAAACCGGGCTATCTGCTCG
GACGCCATCAACACCGAGTT
CTTTGTCGTTGGTTAGCTGGT
GACTGCCAACAGTGCCAAC
CCACCCTGATAGGTGCCAT
CGGTGGCTGTCAGTCAAAG
AAACCTCGGCTTCCTCCATAA
TAAGTGGTCAGATGCACGGT
CCCTCACAGCCAGTCAATCC
GTTGAGTTCAGCTTTGGACATGTT
AGAAACTAACTTCCTAGCCCCATG
GAGCTCAATTCTGTGTGGAGT
ACTTCTTGAGAACTATGTACCCTT




