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Cryptosporidium sp. isolate 1544 Pero NA [KY644565] ex Peromyscus sp. (USA)
Cryptosporidium sp. isolate 1857 Mipe NA [KY644574] ex Microtus pennsylvanicus (USA)
Cryptosporidium sp. isolate 3568 [AY545546] ex Ondatra zibethicus (USA)
Cryptospor/d/um sp. isolate 1764 Mipe NA [KY644567] ex Microtus pennsylvanicus (USA)
ptosporidium muskrat genotype 1l [AY737571] ex environmental sample (USA)

@ C. microti sp. n. [MH145328] ex Microtus arvalis (Czech Republic)

Cryptosporidium sp. isolate 23236-Miar-EU [KY644604] ex Microtus arvalis (Czech Republic)
|\ Cryptosporidium deer mouse genotype IV [EF641019] ex Peromyscus sp. (USA)
Cryptosporidium sp. isolate 1799 Pero NA [KY644647] ex Peromyscus sp. (USA)
C. suis [AB449871] ex environmental sample (Japan)
Cryptosporidium vole genotype VII [MH145333] ex Microtus arvalis (Czech Republic)
Cryptosporidium vole genotype [EF641020] ex Microtus pennsylvanicus (USA) Group 1
Cryptosporidium sp. isolate 1947 Mipe NA [KY644626] ex Microtus pennsylvanicus (USA)
C. ubiquitum [EF362479] ex Ovis aries (USA)
I‘[_ Cryptosporidium sp. isolate 2018 Mipe NA [KY644642] ex Microtus pennsylvanicus (USA)
Cryptosporidium sp. isolate 12438 Mygl EU [KY644636] ex Myodes glareolus (Czech Republic)

Cryptosporidium sp. isolate 2035 Myga NA [KY644592] ex Myodes gapperi (USA)
Cryptosporidium vole genotype lll [MH145329] ex Microtus arvalis (Czech Republic)
Cryptosporidium sp. isolate 20062-Miar-EU [KY644593] ex Microtus arvalis (Czech Republic)
I Cryptosporidium vole genotype VI [MH145332] ex Microtus arvalis (Czech Republic)
Cryptosporidium sp. isolate 24129-Miar-EU [KY644632] ex Microtus arvalis (Czech Republic)
Cryptosporidium vole genotype Il [MH145334] ex Microtus arvalis (Czech Republic)

J‘Cryptosporidium sp. isolate 10482 Mygl EU [KY644595] ex Myodes glareolus (Slovakia)

@\ — Cryptosporidium chipmunk genotype IV [KC954241] ex Tamias striatus (USA)

Cryptosporidium deer mouse genotype | [EF641028] ex Peromyscus sp. (USA)
Cryptosporidium chipmunk genotype Ill [GQ121021] ex Eutamias sibiricus (China)
-ILCryptosporidium bear genotype [AF247535] ex Ursus americanus (USA)

@D\ 97, Cryptosporidium deer mouse genotype |l [EF641027] ex Peromyscus sp. (USA)
‘\ ‘Lﬂ[L Cryptosporidium sp. isolate 1543 Pero NA [KY644668] ex Peromyscus sp. (USA)

©3)

C. canis [AB210854] ex Canis lupus (Japan)
Cryptosporidium giant panda [JF970610] ex Ailuropoda melanoleuca (China)

@\ 61 C. alticolis [MH145330] ex Microtus arvalis (Czech Republic)

@_

N Cryptosporidium sp. isolate 20065-Miar-EU [KY644657] ex Microtus arvalis (Czech Republic)
Cryptosporidium sp. isolate 1763 Mipe NA [KY644665] ex Microtus pennsylvanicus (USA)
Cryptosporidium sp. Mrb001 [AB477098] ex Myodes rufocanus bedfordiae (Japan)
d Cryptosporidium vole genotype IV [MH145335] ex Microtus arvalis (Czech Republic)
| _Nr Cryptosporidium muskrat genotype | [EF641013] ex Ondatra zibethicus (USA)
95||' Cryptosporidium sp. isolate 1962 Mipe NA [KY644685] ex Microtus pennsylvanicus (USA)
Cryptosporidium sp. isolate 12477 Miar EU [KY644671] ex Microtus arvalis (Czech Republic)
Cryptosporidium vole genotype V [MH145331] ex Microtus arvalis (Czech Republic)
Cryptosporidium sp. isolate 24916-Miar-EU [KY644670] ex Microtus arvalis (Czech Republic)
C. felis [KF287127] ex Homo sapiens (UK)

Group 2

Group 3

87

[ | LCIyptosporidium mink genotype [EF641015] ex Mustela vison (USA)

Cryptosporidium ferret genotype [GQ121022] ex Sciurus vulgaris (China)
- C. tyzzeri [JQ073518] ex Mus musculus (Germany)
Cryptosporidium chipmunk genotype | [EF641026] ex Peromyscus sp. (USA)
C. wrairi [GQ121020] ex Cavia aperea (USA)
C. cuniculis [FJ262726] ex Homo sapiens (UK)
C. parvum [DQO054818] ex Bos taurus (Korea)
C. hominis [DQ523506] ex Homo sapiens (Spain)

- C. meleagridis [AF112574] ex Gallus gallus (USA)
C. varanii [EU553556] ex Eublepharis macularius (Spain)

C. scrofarum [GQ227704] ex Sus scrofarum (China)
6 ﬁ

C. ryanae [EU410344] ex Bos taurus (USA)
C. xiaoi [EF362478] ex Ovis aries (USA)

89' C. bovis [AB441689] ex Bos taurus (Iran)
C. baileyi [AY954882] ex Gallus gallus (China)

[JQ627151]

C. molnari [HM243548] ex Sparus aurata (Spain)

_E C. muris [AF093497] ex Camelus bactrianus (USA)
C. galli [EU543270] ex Oryzoborus angolensis (Brazil)
C. fragile [EU162751] ex Duttaphrynus melanostictus (Malaysia)

Supplementary Fig. S1. A maximum likelihood (ML) tree based on sequences of the gene
encoding the small ribosomal subunit rRNA (SSU). Arepresentative of each SSU species/genotype
sequenced in this study is highlighted in bold and boxed. GenBank accession numbers, host
species (Latin name) and country of isolate origin are shown in after the isolate identifier. The ML
tree was rooted with a SSU sequence from Plasmodium falciparum [Acc. No.: EF472536].
Numbers at the nodes represent the bootstrap values gaining more than 50% support. Branch
length scale bar indicates the number of substitutions per site.
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