kDa

Supplementary Figure S1 related to Figure 1

hsa-miR-1-3p 3' -UAUGUAUGAAGAAAUGUAAGGU- 5'
hsa-miR-206 3'-GGUGUGUGAAGGAAUGUAAGGU-5'

hsaZNF281  5'-CUUCCAAA - CCACAUUCAUUCCA- 3'
mmuZFP281 5'-CUUCCAAACCCAGAUUCAUUCCA- 3'

hsa-miR-23a 3' -CCUUUAGGGACCGUUACACUA- 5'
hsa-miR-23b 3' -CCAUUAGGGACCGUUACACUA- 5'

hsaZNF281  5' -AUCCUAUUAAGAAUAAUGUGAU- 3'
mmuZFP281 5' -AUCCUAUUAAGAAUAAUGUAAU- 3'

hsa-miR-33a 3' -ACGUUACGUUGAUGUUACGUG- 5'
hsa-miR-33b 3' -CGUUACGUUGUCGUUACGUG- 5'

hsaZNF281 5' -UGUGAUGCCCUUUCAAUGCAA- 3'
mmuZFP281 5' -UGUAAUGCCCUUUCAAUGCAA- 3'

hsa-miR-125a3'-AGUGUCCAAUUUCCCAGAGUCCCU- 5'
hsa-miR-125b3' -AGUGUUCAAUCCCAGAGUCCCU- &'

Il
hsaZNF281 5' -UACAUGUAUAGAUCGUCAGGGA- 3'
mmuZFP281 5' -UACAUGUAUAGAUUGUCAGGGA- 3'

hsa-miR-129 38' -CGUUCGGGUCUGGCGUUUUUC-5'

hsaZNF281 5' -CAAAUGUUUUAAACGCAAAAAA-3'
-CAAAAGUUUUAAAUGCAAAAAC- 3'

mmuZFP281 5'

hsa-miR-129 3' -CGUUCGGGUCUGGCGUUUUUC- 5'

hsaZNF281 5' -ACGCAAAAAAAAAGACAAAAAA- 3'
mmuZFP281 5' -AUGCAAAAACAAAAAAAAAAAG- 3'

hsa-miR-129 3' -CGUUCGGGUCUGGCGUUUUUC- 5'

hsaZNF281 5' -AAGACAAAAAAAAACCAAAAAA- 3'
-AAAAAAAAAUAAAAACAAAAAC- 3'

mmuZFP281 5'

hsa-miR-129 3' -CGUUCGGGUCUGGCGUUUUUC-5'

hsaZNF281 5'
mmuZFP281 5'

-AAAAAAAAAAACCUACAAAAAA- 3'
--GAAAAAAGG - - - - A - AAAAAA- 3'

hsaZNF281 3'UTR (NM_012482)

hsa-miR-449a 3'-UGGUCGAUUGUUAUGUGACGGU- 5'

hsa-miR-449b 3'-CGGUCGAUUGUUAUGUGACGIGIA- 5'
hsaZNF281  5'-UUUUAUUUUGAGAACACUGCCA- 3'

mmuZFP281 5' -UUUUAUUUUGAGAACACUGCCA- 3'
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Conserved sites for miRNA families broadly conserved among vertebrates:

I miR-34abc = miR-129
H miR-449abc @@ miR-203
3 miR-33ab W miR-1
E miR-125ab

Poorly conserved sites for miRNA families broadly conserved among vertebrates:

[ miR-23abc
H miR-129
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