Supplemental Table I: List of sequences used for the studied of MHC class | lineages in cartilaginous fish

Sample Common Name Specie Nucleotide Accession Number Protein Accession Number
Gici-UAA nurse shark Ginglimostoma cirratum AF220063 AAF66110
Gici-UAA-NC1 nurse shark Ginglimostoma cirratum AF357922 AAL59854
Trsc-UAA banded houndshark Triakis scyllia AF034351 AAB97352
Sqac-UAA spiny dogfish Squalus acanthias AY150811 AANT7874
Hefr-UAA horn shark Heterodontus francisci AF028559 AAC60349
Raeg-UAA clearnose skate Raja eglanteria KC335152 AGH32767
Rhpr-UAA shovelnose guitarfish Rhinobatos productus KC469286 AGJ01148
Hefr-UBA horn shark Heterodontus francisci AF028558 AAC60348
Rhty-UBA whale shark Rhincodon typus XM_020536967 XP_020392556
Gici-UBA nurse shark Ginglimostoma cirratum AF028557 AAC60347
Xela-UAA african clawed frog Xenopus laevis L20733 AAA16064
Cami-UAA elephant shark Callorhinchus milii JW872001 AFP04519
Gaga-BF2 chicken Gallus gallus NM_001031338 NP_001026509
Gaga-BF1 chicken Gallus gallus NM_001044683 NP_001038148
MumuH2D mouse Mus musculus M23444 AAA39567
Hosa-HLA-E human Homo sapiens NM_005516 NP_005507
HosaHLA-A human Homo sapiens U18930 AAA87076
Lach coelacanth Latimeria chalumnae NW_005819663 XP_014346882
Pran lungfish Protopterus annectens GQ485578 ACV87433
Acsi chinese sturgeon Acipenser sinensis GQ485582 ACV87437
Leoc spotted gar Lepisosteus oculatus XM_015339735 XP_015195221
Gaac-U stickleback Gasterosteus aculeatus nd ENSGACG00000001937
Taru-U fugu Takifugu rubripes NM_001032690 NP001027862
Orni-U tilapia Oreochromis niloticus XM_019355577 XP_019211122
Orla-U medaka Oryzias latipes AB450991 BAJ07290
Cami-UDA elephant shark Callorhinchus milii JW870817 AFP03335
Leer-UDA little skate Leucoraja erinacea LS-transcriptB2-ctg40765* nd

Rhty-UDA whale shark Rhincodon typus XM_020510579 XP_020366168
Gici-UDA nurse shark Ginglimostoma cirratum MN339476 nd

Prgl-UDA blue shark Prionace glauca GFYY01095694 nd

Scca-UDA smaller spotted catshark  Scyliorhinus canicula SSC-transcript-ctg67577* nd

Leoc-Z spotted gar Lepisosteus oculatus GFIM01040660 nd

Teni-Z tetraodon Tetraodon nigroviridis nd CAF90807
Dare-Z zebra fish Danio rerio KC607850 AHA37389
Sqgac-UCA spiny dogfish Squalus acanthias AF515705 AAN78091
Hosa-CD1 human Homo sapiens M28826 AAA51939
Gaga-CD1 chicken Gallus gallus AY849319 AAX49405

*The sequences are obtained from skate database (http:/skatebase.org/). The remaining sequences are obtained from NCBI
(https://www.ncbi.nIim.nih.gov/); nd meaning no data
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Supplemental Figure 1. Amino acid alignment of the a1 and a2 domains of MHC class I lineages in cartilaginous fish and other representative vertebrates
used in the phylogenetic tree. Amino acid sequences were aligned using the ClustalX program in the Geneious software 6.0 (1) with manual adjustments.
Common names are shown followed by abbreviation of two letters of the genus and two letters of species scientific name. GenBank accession numbers are
listed in the Supplemental Table I. Dots indicate identical amino acids to the reference sequence (Gici UAA), and dashes indicate gaps, respectively. The P
marks the invariant residues that bind to the N- (light gray) and C-termini (dark gray) of the bound peptide in the classical class | and p marks the other
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conserved 28 peptide-binding residues. The position of peptide-binding residues is based on the human HLA-A2 sequence.
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(1) Kearse M, Moir R, Wilson A, Stones-Havas S, Cheung M, Sturrock S, Buxton S, Cooper A, Markowitz S, Duran C, Thierer T. Geneious Basic: an
integrated and extendable desktop software platform for the organization and analysis of sequence data. Bioinformatics. 2012;28(12):1647-9.
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Supplemental Figure 2. Amino acid alignment of a3 domain, connecting piece, transmembrane domain, and cytoplasmic tail of MHC class | lineages in
cartilaginous fish and other representative vertebrates. Due to the high content of Val and lle, the connecting piece and transmembrane domain was not
aligned. All the designations in this alignment are the same as in supplemental figure 1.
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