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Fig. S1 on DNA size distribution before and after library preparation using the

microfluidic device.
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Figure S1. DNA size distribution measured by a TapeStation before and after library
preparation using the microfluidic device. (a) DNA produced using MNase digestion
from 10,000 mouse prefrontal cortex nuclei. (b) Sequencing library produced using the
microfluidic device and 10 pg ChIP DNA on H3K4me3 of mouse prefrontal cortex nuclei.
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