250K El 250K =]
200K El 200Kk =
< 150K - 150K =
8 Live cells 1
%] 100K E
50K 3 Single cells
o o L RALN EARRY LRALE LARRS RALLY L
0 100K 200K
Live/dead FSC-H
250K
10° 3
200K =
CD3 T cells yd T cell 10%
- 150K = = vdl
A | 100k 4 O 100K = 5 10° 4 Va2
%] E 2 E 1 ==
102 4 Vd1-vd2-
, e i . Eaas b ma
0 104 0 10*
Panyd TCR Vd2
105 4 250K =
200K <
10%
3 —
< 750 Vo
5 10° 3 Q| ook 4
>
o o ® (’\
E 50K =
0% 4 0 @ &
T —— T
0 10 0 104
Pan yd TCR VY9
250K =
10”3
200K <
10° 4
E 150K
< Vvy9
§ 1073 8 100K =
0 oW e 1%}
3 50K = @
1034 o
T L | T Y ‘4 YT 1 ™ | BRI UL B L
0 10 0 104
Pan yd TCR
250K 250K
200K = us 200K <
< 150K < < 150K =
2 100K 4 B ook 4
%) %]
O forprigrneey e ey 04
0 10* 0 104
IFNy IFNy

Supplementary figure 1. Gating strategy.

A representative gating strategy of the different subsets of yo T-cells.
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Supplementary figure 2. Example gating of V31 cells in CB, and PBMCs from CMV- and
CMV+ 2-year-old children.

(a) Example gating of CD27CD28 and CD27CD45RA in V31* yd T-cells from CB and PBMCs
from CMV- and CMV+ 2-year-old children. (b) Example gating of CD57, CD16, CD158b, and
Granzyme B in V31* y3 T-cells in PBMCs from CMV- and CMV+ 2-year-old children.

Representative samples are shown.
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Supplementary figure 3. CMV infection and the V32 phenotype at 2 years of age.

(a) PCA analysis of the V52 phenotype comparing CB (red) (n=4), and CMV negative (CMV-,
yellow) (n=13), and CMV infected (CMV+, blue) (n=12) 2-year-old children. The frequencies
of CD28*, CD27*, CD27CD28, CD57*, CD16*, CD158b*, and CD45RA* cells among the V52*
cells are included in the analysis.

The frequency of CD27'CD28 (b), CD57* (c), CD16* (d), and CD158b* (e) cells among the V52*
cells between CMV- (n=17) and CMV+ (n=15) 2-year-old children.



