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Figure S1. Druggability scores of unliganded Rho ADP-Ribosylating Enzyme
structures, related to Table 1 and Figure 3.
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Figure S2. Druggability scores of unliganded Transforming Protein RhoA
structures, related to Table 1 and Figure 5.
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Figure S3. Druggability scores of additional structures, related to Figure 8.
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Figure S4. Druggability scores of more additional structures, related to
Figure 8.
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Figure S5. Druggability scores of unliganded Aspartate Transcarbamylase
structures, related to Table 1 and Figure 8.



