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Figure S5: A GFP* MART1 TCRYm population is detected among splenic T cells that may be selected to
express multiple, alternate TCRa chains. Tetramer staining of GFP*CD4* cells and GFP*CD8* cells in the
spleens of mice transplanted with a. human HLA-A2*, b. human HLA-A2-, or c. swine thymus grafts showing
CD3 expression on MART1 TCRY™ and MART1 TCR®right cells. Quantification of MART1 TCRdm cells as e. a
percent of GFP* T cells or of f. MART1 TCRY™ CD4* and CD8* cells among total splenocytes.



