
 
 

 



 
 

Fig. S12 Reduced stemness in MuSCs of TKO and QKO SC mice. a Representative images of 

MuSCs (Day 0) and cells on the first and second day post differentiation (Day 1 and Day 2) used 

for RNA-seq analyses. Scale bars, 200 µm. b Genomic expression profiles of MuSCs (Day 0) 

and differentiating cells (Day 1 and Day 2). c GO analysis of upregulated genes in TKO and 

QKO cells compared with WT cells. d Heat map analysis of differentiation markers between 

DM1 MuSCs and WT MuSCs (Day 0). e RT-PCR analysis of representative genes of self-

renewal and differentiation in MuSCs. The expression values (means ± SD) were normalized to 

that of Gapdh. f RT-PCR of differentiation markers in differentiating cells from MuSCs two 

days post differentiation. g Alternative splicing event analysis in MuSCs (Day 0) and 

differentiating cells (Day 1 and Day 2). A3SS, alternative 3’ splice site; A5SS, alternative 5’ 

splice site; MEX, mutually exclusive exons; RI, retained intron; SE, skipped exon. 

 

 
  




