Description of Additional Supplementary Files

File Name: Supplementary Data 1l

Description: Results ofimmune cellinfiltrate analysis by ImmuCCalgorithm (Ref22) on RNAseq data

from mouse tumors relative to Supplementary Figure 4a.
File Name: Supplementary Data 2

Description: List of differentially expressed genes (DEGs) of lineage specificmarkers of T cells, B cells

and macrophages (Ref. 23) between DRand NR relative to Supplementary Figure 4b.
File Name: Supplementary Data 3

Description: List of the differentially expressed genes (DEGs) between DR and NR mouse tumors

relative to Figure 3b.
File Name: Supplementary Data4

Description: List of differentially expressed genes (DEGs) of lineage specific markers of cancer

associated fibroblasts (CAFs) (Ref. 23) between DRand NR relative to Figure 3c.
File Name: Supplementary Data5

Description: Gene expression of the genesincluded in the G1-S program as identified by Tirosh and

colleagues (Ref. 23) relative to Supplementary Figure 6a.
File Name: Supplementary Data6

Description: Gene expression of the genesincluded inthe G2-M program as identified by Tirosh and

colleagues (Ref. 23) relative to Supplementary Figure 6a.



