
CorreCtion
https://doi.org/10.1038/s41586-019-1350-9

Author Correction: L1 drives iFn in 
senescent cells and promotes age-
associated inflammation
Marco De Cecco, Takahiro Ito, Anna P. Petrashen, Amy E. 
Elias, Nicholas J. Skvir, Steven W. Criscione, Alberto Caligiana, 
Greta Brocculi, Emily M. Adney, Jef D. Boeke, Oanh Le, 
Christian Beauséjour, Jayakrishna Ambati, Kameshwari 
Ambati, Matthew Simon, Andrei Seluanov, Vera Gorbunova,  
P. Eline Slagboom, Stephen L. Helfand, Nicola Neretti &  
John M. Sedivy

N A T U R E | www.nature.com/nature

SUPPLEMENTARY INFORMATION
https://doi.org/10.1038/s41586-019-1350-9

In the format provided by the authors and unedited.

https://doi.org/10.1038/s41586-019-1350-9
mailto: 
https://doi.org/10.1038/s41586-019-1350-9


Original incorrect Fig. 1

**

b
5′ UTR ORF2 3′ UTRORF1

GenomeGenome

FE

A B C D

Long-range ampliconsG
H

Poly(A)
L1 mRNA

L1 AS RNA

qPCR ampliconsA–F:

}

NS

0

2

1

3

4

5

6

8

7

0

2

1

3

4

5

6

8

7

0

2

1

3

4

5

6

8

7

Amplicon: A B C D E F B FA E A B E F

Strand non-speci�c Sense Antisense
c

**

**

**

** **

**
**

**

**

* NS

EP
SEN (L)

**

12 16 20

** **

SEN
late (L)

a

EP
Weeks senescent

0 4 8

** *
**

0

1

2

3

4

6

L1
 p

ol
y(

A
)+

 R
N

A
 e

xp
re

ss
io

n

5
SEN

early (E)

p21
p16
IL1B
CCL2
IL6
MMP3
IRF7
IFNA
IFNB1
OAS1
L1

12 20 30CTR 4

Days

e

p21
p16
MMP3
IL1B
IL6
CCL2
IRF7
IFNA
IFNB1
OAS1
L1

4 8 16EP 0

Weeks

Relative expression

Row maxRow min

SIPSRS OIS

p21
p16
CCL2
IL6
IL1B
MMP3
IFNA
IRF7
IFNB1
OAS1
L1

9 14 20EV 5

Days

m
R

N
A

 e
xp

re
ss

io
n

0

5

10

15

20

25

IFNA IFNB1

d

**

**

30
EP
SEN (L)

L1
 p

ol
y(

A
)+

 R
N

A
 e

xp
re

ss
io

n

SEN
entry

Corrected Fig. 1

b
5′ UTR ORF2 3′ UTRORF1

GenomeGenome

FE

A B C D

Long-range ampliconsG
H

Poly(A)
L1 mRNA

L1 AS RNA

qPCR ampliconsA–F:

}

c

12 16 20

** **

SEN
late (L)

a

EP
Weeks senescent

0 4 8

** *
**

0

1

2

3

4

6

L1
 p

ol
y(

A
)+

 R
N

A
 e

xp
re

ss
io

n

5
SEN

early (E)

p21
p16
IL1B
CCL2
IL6
MMP3
IRF7
IFNA
IFNB1
OAS1
L1

12 20 30CTR 4

Days

e

p21
p16
MMP3
IL1B
IL6
CCL2
IRF7
IFNA
IFNB1
OAS1
L1

4 8 16EP 0

Weeks

Relative expression

Row maxRow min

SIPSRS OIS

p21
p16
CCL2
IL6
IL1B
MMP3
IFNA
IRF7
IFNB1
OAS1
L1

9 14 20EV 5

Days

SEN
entry

NS

0

2

1

3

4

5

6

8

7

0

2

1

3

4

5

6

8

7

0

2

1

3

4

5

6

8

7

Amplicon: A B C D E F B FA E A B E F

Sense Antisense

**

**
**

**

*

* NS

**

**

**

**

**

m
R

N
A

 e
xp

re
ss

io
n

0

5

10

15

20

25

IFNA IFNB1

d

**

**

30 EP
SEN (L)

Strand non-speci�c

L1
 p

ol
y(

A
)+

 R
N

A
 e

xp
re

ss
io

n EP
SEN (L)



Original incorrect Fig. 2
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Original incorrect Extended Data Fig. 4



Corrected Extended Data Fig. 4



Original incorrect Extended Data Fig. 5



Corrected Extended Data Fig. 5



Original incorrect Extended Data Fig. 6
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Original incorrect Extended Data Fig. 7
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