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Original incorrect Fig. 2
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Original incorrect Extended Data Fig. 1

a Experimental outline b Features of replicative senescence c Expression of Cdk inhibitors
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Corrected Extended Data Fig. 1
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Original incorrect Extended Data Fig. 4
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Corrected Extended Data Fig. 4
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Original incorrect Extended Data Fig. 5
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Corrected Extended Data Fig. 5
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Original incorrect Extended Data Fig. 7
a Interventions against L1 in 3X cells b Long term 3TC treatment in RS
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Corrected Extended Data Fig. 7
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