Supplementary Fig. 1
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Supplementary Fig. 1. FAIRE analysis of chromatin accessibility at the TSS region in the miR182 promoter,
CtsK promoter (positive control) and B-Globin locus (negative control) in the Ctrl or Rbpj?*™ BMMs
stimulated or not with TNFa (40 ng/ml) for 48 h.



Supplementary Fig. 2
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Supplementary Fig. 2. ChIP analysis of NFATc1 occupancy at the indicated loci (800 bp upstream of
TSS, as a positive control of ChlP NFATc1) in the NFATc1 promoter in the Ctrl or Rbpj*™4™ BMMs
stimulated or not with TNFa (40 ng/ml) for 48 h.



