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Supplementary Figure 1 (following 3 pages):  Genome wide signal intensity correlation 
histograms of raw ChIP-seq reads.  

2D-histograms of the global levels of (A) H3K4me3, (B) Pol II and (C) H3K27me3. Reads from 
each animal and each condition are correlated based on read position and alignment. Plots and 
values were obtained using the ‘Correlate’ tool of easeq bioinformatics tool with the window 
size set to 1000 bp and max values on axes as 200 counts. r values are genome-wide Pearson’s 
correlation coefficients for the datasets. 
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Supplementary Figure 2: Correlation heatmap of Pol II occupancy and overall H3K27me3 
peak size.  

Correlation heatmap demonstrating the relative levels of Pol II and H3K27me3 peak density 
and size with a blue colour scale (white = no peak, dark blue = dense peak) at the TSS of a gene 
identified as having differential Pol II and H3K4me3 peaks (y axis). The plot indicates a negative 
correlation between the size of Pol II peaks and the size of H3K27me3 peaks. 
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Supplementary Figure 3 (following 3 pages):  Principle component analysis of differential ChIP-
seq peaks between conditions.  

PCA plots of (A) H3K4me3, (B) Pol II and (C) H3K27me3 ChIP-seq peak differences between 
control and infected samples generated by R tool DiffBind. H3K4me3 and Pol II peaks cluster 
strongly by condition. 
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Supplementary figure 4 (following 235 pages). IGV plot showing ChIP-seq tracks.  Black open boxes highlight loci that are differentially 
enriched for methylation at histone 3 lysine 4 (H3K4me3) and/or RNA polymerase II (Pol II) occupancy.  

Infected H3K27me3 → 

Control  H3K27me3→ 
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