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Figure S1. Venn diagram represents the overlap between ECM and ECM- associated proteins
detected in technical replicates by SCAD (A), FASP (B), urea (C).

S3



Decel sample
Total protein Romoved protein
A A 1
° A
5 A
éOOO A |
200 000 0® Q000
00000 OO 10
Q0000 00
000 @® > 0@ 5
,000® OO
o0 ®
L, 0000 °o® .
0000 OO
A: Cellular proteins O: ECM proteins

Figure S2. Scheme of different categories of proteins extracted from decellularized pancreas.
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Figure S3. Scheme of different categories of proteins extracted from native pancreas and the
rationale of applying novel correction factor.

S5




A
B
Replicate A Replicate B Replicate A Replicate B

Adult_Decell Adult_Native

C D
Replicate A Replicate B Replicate A Replicate B

Fetal_Decell Fetal_Native

Figure S4. Venn diagram represents the overlap between ECM and ECM- associated proteins
detected in biological replicates in decellularized adult (A), native adult (B), decellularized fetal
(C), native fetal (D).
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