
Fig SI: Sequence conservation of mutated residues in GFI1 and MYO, across species. Mutations found in 
the family in GFI1 (p.N382S/c.1145A>G) (A) and MYO6 (p.I1176L/c.3526A>C) (B) are in residues that are 
highly conserved across species. 
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