Table S4. Odds ratio for members of the family Bromoviridae
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Aamouris V02763 17100163 /XGT572L ) Al mosaic v 1276 | 1006 [0ss1a] 05695 07276 | 1052 1089 | 11261 09647 | 09901 | 1148 | 0916 o2 T g
Anulavirus | AB724113.1/AB724114.1/AB724115.1 | ALMMV. Amazon lily mild mottle virus 2074 | 0,8602 [0,9735] 0,983 | 0,7375 [1,0339] 1,0709 | 1,1692 | 0,9837 | 1,1318 | 0,9825 [ 0,8665 1,0004 0,25 <078 il
T N AT Pasv otvius 1502 | 08859 [ 05721 | 10025 [ 08887 1,076 [ 11215 os93
M60291.1/M64713.1/M65138. BBMV. Broad bean mottle virus 1787 | 05137 [0,8922 0,9828 0,7424 [1,0456] 1,11 [023] *
[ Jozna/woterai/xozeoi | e Brome mosaicvirus ez | 05059 [0 548 10557 07692 [ 10285 107 oz wress =
[ W2SEI7.1/ BT84 MES135 1 Cotwy Gassi yelow blotch vics 536 | 05118 [ 03556  10%62] 7928 | 10024 | 5,073 H
eT51807 /A8 94808 1 oy G 1507 [ 05289 [ 0 5032 10807 [TOHAN| 1153 | 1.1538
“AB444583.1/ABAAA5EA.1/ABAAAS85.1 MYEV Melandrium yellow fleck virus 1063 | 09185 | 0,9 [1,0099| 0,8118 | 1069 | 1,0602 [033]
| Asososss.1/As0a0sss.1/ABoa0s00 s | sav Spring beauty Tatent vius 577 | 05088 [03777] 10244 07816 |1,0692 | 1,073
TgR1895.1/FNIBRI900 /FNBETI0LT |GV Gayfeather mid motte viras 1125 o732 1068 [05507] 07a7s [ Lowsz 1055z o5
Cucumvias 15726 1/015729 /0157501 PEv Peanut stuntvirus 5997 [ 05157 [0s7az] L.0vas] o162 09980 | L06e o
A0277266.1/010084.1/010665.1 TV Tomto aspermy viras 0615 [ 05637 [100es  05297] 07973 [09395 [ 11221 02
G340/ KAG3 L1/ AGTALT g Rgeratum atentvirus 1115 T 05791 | 03569 [05091] 070 L0874 09911 oo
AF755055- R3S 165 A /AFE3s 1661 | AmPLPY fne pattern vie 1075 [ 0215 [ 1010905736 [TogE L7z | .75 0%
Ari7es 565 1/u1s608.1 Aoy Apple mosai virus 5735 | 10287 [ 05568 1,001 | 087 [ 1,199 31576 | 1069 | 09025 | 08958 | 11556 | 11108 | 14394 | 08527 o5
EU519666.1/EUS19671/X6E352.1 1051 | 10595 (05771 [ 05561 | 0876|1075 | 0964 | 12635 1,034 | 0954 | 13008 | 07651 | 10516 | 05105 ¥
5a091193.1/0a091154.2/0a091155.2 Bcay a0 1142 10203 | 0909 [ 06936 | 06786 [ 1,095 | 1,008 | 2565 09979 | 055 | a9z | 097 [1.a7sa] o707 02
RF031057 A KFO310%8.1/KF031039.1 [ usberry shodk vrue 0036 09644 [ 101291 1.0992] 0,783 [ 1,167 | 5,069 | 10104 | 0563 | e | 1.2078 |10 [ 1.36aa | ooes o35
U17590.1/017726. /02575 an Tt o511 | 10772 [0056 05776 07206 [1.0635 | 1,0051 | 12048 10515 | 056 | 12305 [ 0051 [ 10071 | 05253 o
Ersado64.1/EF584665.1/U17385.1 o Girus variegtion vius 1346 | 10354 [ 0687 05142 [ T08898T 11015 | 1,051 | 12272 | 09753 | 9171 | L.528 502 | 05024 o5
U3a0503/U57087.1/u85359.1 v Fim mottlevius o725 | 10262 [ 05053 09875 | 0728 [ 1,099 | 1,0212 | 12276 1,0283 | 0903 | 1.287a |31 [ 12981 | 05330 o2t
ez R0 o 1085 | 05646 |0 9641 0559 | 0,099 |18 1024 | 11765 | 10597 | 08961 | 1.1 | 0o1a [5.2688 | 0736 Py
Harivirus AY500236.1/AY500237.1/AY500238.1 HILV Humulus japonicus latent virus 1,0973 [ 1,0557 [0,7579] 1,01 | 0,7671 |1,0877] 0,919 | 1,1893 | 0,9758 | 1,0007 | 1,2896 | 0,7862 | 1,1913 | 0,8199 023
[ Pressiea ymesaten ymesmsess |l Tacleaf corossvrvs Toizs 05515 | 0658 10215 [T 1.2m21 | 1.1125 | 10ita | 05974 | 09223 | 1065 | 1,092 [ 135257 5 o3
5 ™ Partars mote vrus L0734 | 10061 [ 10006 05124 | 05482 | 1.105 170
rzsonss i 00611 i Privet ringspotvrus 15735 [ 10156 [05618 05187 063 15135 | 0007
Ara7rese1/iaeits 1/vsrose 1 Pruov Prune dwarvirus 1516 05511 | 0585 [05415 ] 06783
AR AT /U PRy 09826 [ 0014 (1037 10354 | 07565
s152.1/053183.3/093190.1 S Spinach tentvrus a1 | 1053 [ 0556 08596 07211 [ 1008 Lo | 05978
363228 2/AV7835912/0 @ 69153 v 5 0575 | 10641 [ 0705 0,875 [ 08892 10651 720 osars
XT775208 X790 KTT9206.1 TSV Tomato necrotc sresk v 0506 | 11037 [0.709 0286 0722 [1.0737 13852 [ o392
Ursssn /usone Tomy 1159 [ 10533 [0 711 [ 05147 [Tog8a7 10533 o 3 FRY T
Arsseten/AreIsL AL 5 0557 | 10002 [ 05505 05254 06488 [ 11122 1,0004 | 12531 1.005¢ | 0764 | 1.1556 09076 05636
Gieavies 76553,/ X54346.1/ 04547 1 o Ol ent vrus 72 5575 103547 10006 g T 1.1175] 10512 | 10675 0907 | 20wt | Laoe o518 (]
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Standard deviation



