
Fig. S1. Sequence alignment of c18210 with other bacterial Zur proteins. The protein
sequence of SF45436_c18210 was aligned with Zur proteins from the following bacteria:
Escherichia coli, Salmonella enterica, Klebsiella pneumoniae, Yersinia pestis, Vibrio
cholerae, Pseudomonas aeruginosa, Xanthomonas campestris, Bacillus subtilis,
Staphylococcus aureus using ClustalW. Five conserved residues (H77, C87, C90, C128,
and C130) that are critical for the specific binding to zinc ions are indicated with triangles.
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Ecoli_Zur --------------------MEKTTTQELLAQAEKICAQRNVRLTPQRLEVLRLMSLQDGAISAYDLLDL
Senterica_Zur --------------------MEKTTTQELLAQAEKLCAQRNVRLTPQRLEVLRLMSLQQGAISAYDLLDL
Kpneumoniae_Zur --------------------MDKTPSQEMLAHAEKLCAQRGVRLTPQRLEVLRLMSLQQGAISAYDLLDL
Ypestis_Zur --------------------MNPINQEKLLAQAESLCQQRNVRLTPQRLEVLRLMAQQPGAISAYDLLDL
Vcholerae_Zur --------------------MVMVLDNKLTKQIEEICAARGVRLTSQRKTVFELICASKRSSSAYELLED
Paeruginosa_Zur ----MYKIAPKTPLAC-QPHDHSQCVSTALAEADALCARQGVRLTELRRRVLELVWQSHKPLGAYDILAV
Xcampestris_Zur MTKHTHTQTHDQEHACTAPHHHVDDANSFVRAVERACSERGLRLTPIRANVLRLIADAGKPVKAYELLDW
Bsubtilis_Zur ---------------------------MNVQEALNLLKENGYKYTNKREDMLQLFADSDRYLTAKNVLSA
Saureus_Zur ---------------------------MNTNDAIKILKENGLKYTDKRKDMLDIFVEEDKYINAKYIQQV
Scoelicolor_Zur --------------------------------VTTAGPPVKGRATRQRAAVSAALQEVEEFRSAQELHDM
Smeliloti_Zur --------------------------------------MVTPQLTKNQSLVMGALAHSDGPMSAYTILDK
SF45436_c18210 --------------------------------------MGTPELTKNQSLVMGALTHAEGPMSAYTILDK
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Ecoli_Zur LREAEPQ--AKPPTVYRALDFLLEQGFVHKVESTNSYVLCHLFDQPTHTS---AMFICDRCGAVKEECAE
Senterica_Zur LRETEPQ--AKPPTIYRALDFLLEQGFVHKVESTNSYVVCHLFDQPTHSS---AMFICDRCGVVKEECAE
Kpneumoniae_Zur LREKEPQ--AKPPTVYRALEFLLEQGFVHKVESTNSYVLCHLFDQPTHSS---AMFICDRCGVVKEEAAE
Ypestis_Zur LRVAEPQ--AKPPTVYRALDFLLEQGFIHRVESANSYVLCHHFEEPTHTS---ALFICDRCKIVTERPTV
Vcholerae_Zur LKKSEPQ--AKPPTVYRALDFLLEQGFIHRVESTNSFISCCSCNAHKHFS---HLLICDQCGNVIESRDD
Paeruginosa_Zur LSETDGR-RAAPPTVYRALDFLQENGLVHRIASLNAFVGCNNP-EHSHQG---QFLICRTCHTAIELEQP
Xcampestris_Zur VREGKGVGADAPPTVYRALDFLMANGFVHKLESVNAFVACHHPNSAQHSV---PFLICDRCHSAVELEDR
Bsubtilis_Zur LNDDYPG--LSFDTIYRNLSLYEELGILETTELSGEKLFRFKCSFTHHHHH----FICLACGKTKEIESC
Saureus_Zur MDENYPG--ISFDTIYRNLHLFKDLGIIENTELDGEMKFRIACTN-HHHHH----FICEKCGDTKVIDYC
Scoelicolor_Zur LKHKGDA--VGLTTVYRTLQSLADAGEVDVLRTAEGESVYRRCSTGDHHHH----LVCRACGKAVEVEGP
Smeliloti_Zur LRDNGFR---APLQVYRALDKLLEYGLVHRLESLNAFVACSCPHEHEHDHGVTAFTICEGCGQVTEFHDE
SF45436_c18210 LRDHGFR---APLQVYRALDKLLEYGLVHRLESLNAFVACSCPHDHEHDHGVTAFTICEGCGQVTEFHDE
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Ecoli_Zur GVEDIMHTLAAKMGFALRHNVIEAHGLCAACVEVEACRHPEQCQHDHSVQVKKKPR
Senterica_Zur GVEDIMHTLAAKMGFALRHNVIEAHGLCPACVEVEACRHPGNCGHDHSVLVKKKPR
Kpneumoniae_Zur GVEDIMHTLAARMGFALRHNVIEAHGLCAGCVEVEACSTPGHCQHDHTIQLKKKAR
Ypestis_Zur GIEEALAQLAKQSGFTLRHSVVEAHGLCTECGVVEACESHDDCEHDHSIVVKKK--
Vcholerae_Zur SLVALLASNAEKHGFTISNHVIESHGVCQTCLSKE----------------KKQQ-
Paeruginosa_Zur DISRAIVAGANSVGFAVESQTVEVVGLCGTCRDQKDA-------------------
Xcampestris_Zur DVVSQLEARAKALGFQPQAQTLEVHGLCAKCAAAG---------------------
Bsubtilis_Zur PMDKLCDDLD---GYQVSGHKFEIYGTCPDCTAENQENTTA---------------
Saureus_Zur PIDQIKLSLP---GVNIHKHKLEVYGVCESCQD-----------------------
Scoelicolor_Zur AVEKWAEAIAAEHGYVNVAHTVEIFGTCADCAGASGG-------------------
Smeliloti_Zur VIEDRLSTLVRAQEFKTEKTTIEIRGHCKSCA------------------------
SF45436_c18210 AIEQRLSALVRAQSFKTEKTTIEIRGHCKSCA------------------------


