Relative abundance taxonomic charts comparing single vs triplicate PCR reactions

A) Broad range of sample types
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B) Agricultural samples
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C) Built environment samples

100 -

75 -

Abundance
3

25 -

N == -. -

Ii) IQ IiJ I9 I£> I..q-'J IQ IQ Ii) I9 Ii) I-.q_)‘ IiJ IQ I£> IQ
2 8 g 8 g 8 2 8 2 8 2 8 2 8 2 8
> = % = > = % = > = % = > = 3 -
S > = 3 5 > = 5 9 > = 5 9 > 3 3
£ 9 £ = = , El =, S 9 £ = 3 - 38 =
=} S > o e
2 £ g £ = & = 85 g2 5 2 E s B s 3
> ] > » s s > %] > ] = s > <}
o =3 o S O S 9 = o = = =
0] R G} w G o o
G] = © = S
= =
. g__Blautia . g__Coprococcus . g___Roseburia . g__Succinivibrio
o— . g__Bulleidia . g Dorea . g___Ruminobacter g__Treponema
. 9__Eubacterium g__ Catenibacterium . g__Faecalibacterium . g___Ruminococcus . g__YRC22
. g Akkermansia . g CF231 g__Lachnospira . g___Rummeliibacillus . Genera < 1% abund.

g_Bacteroides B8 5 Clostridium

. g__ Prevotella

. g__Sarcina



