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g__

g__Bacillus
g__Burkholderia
g__Candidatus Koribacter
g__Candidatus Nitrososphaera

g__Candidatus Solibacter
g__Chitinophaga
g__DA101
g__Janthinobacterium
g__Kaistobacter

g__Luteibacter
g__Nitrospira
g__Pedobacter
g__Phormidium
g__Pseudomonas

g__Rhizobium
g__Rhodanobacter
g__Rhodoplanes
g__Sphingomonas
g__Streptomyces

g__Terriglobus
Genera < 1% abund.

0

25

50

75

100

G
yp

su
m

_D
ry

_S
in

gl
e

G
yp

su
m

_D
ry

_T
rip

lic
at

e

G
yp

su
m

_W
et

_S
in

gl
e

G
yp

su
m

_W
et

_T
rip

lic
at

e

M
D

F_
D

ry
_S

in
gl

e

M
D

F_
D

ry
_T

rip
lic

at
e

M
D

F_
W

et
_S

in
gl

e

M
D

F_
W

et
_T

rip
lic

at
e

M
F 

G
yp

su
m

_D
ry

_S
in

gl
e

M
F 

G
yp

su
m

_D
ry

_T
rip

lic
at

e

M
F 

G
yp

su
m

_W
et

_S
in

gl
e

M
F 

G
yp

su
m

_W
et

_T
rip

lic
at

e

P
ly

w
oo

d_
D

ry
_S

in
gl

e

P
ly

w
oo

d_
D

ry
_T

rip
lic

at
e

P
ly

w
oo

d_
W

et
_S

in
gl

e

P
ly

w
oo

d_
W

et
_T

rip
lic

at
e

A
bu

nd
an

ce

g__

g__Eubacterium
g__Akkermansia
g__Bacteroides

g__Blautia
g__Bulleidia
g__Catenibacterium
g__CF231
g__Clostridium

g__Coprococcus
g__Dorea
g__Faecalibacterium
g__Lachnospira
g__Prevotella

g__Roseburia
g__Ruminobacter
g__Ruminococcus
g__Rummeliibacillus
g__Sarcina

g__Succinivibrio
g__Treponema
g__YRC22
Genera < 1% abund.
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Genera < 1% abund.
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g__Aggregatibacter
g__Campylobacter
g__Fusobacterium
g__Gemella
g__Granulicatella
g__Haemophilus
g__Leptotrichia
g__Neisseria
g__Porphyromonas
g__Prevotella
g__Rothia
g__Streptococcus
g__Veillonella

Genera < 1% abund.
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Dust Marine sediment Marine water Oral

Single Triplicate Single Triplicate Single Triplicate Single Triplicate

Skin Soil Stool

Single Triplicate Single Triplicate Single Triplicate

Relative abundance taxonomic charts comparing single vs triplicate PCR reactions

A) Broad range of sample types

B) Agricultural samples

C) Built environment samples


