Abundance

A) Highest 10% GC-content taxa B) Lowest 10% GC-content taxa
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. a__ . g__ Ellin506 . g__Methylobacterium . g__ Streptomyces . 9 . g__Chitinophaga . g Flavobacterium . g__Rhodanobacter
. g Azospirillum . g Gemmata . g Novosphingobium . g__Acinetobacter . g__Chryseobacterium . g__Janthinobacterium . g__Saprolegnia
. g__Chondromyces . g Inquilinus . g__ Opitutus . g__Burkholderia . g _DA101 . g__Pedobacter . g__Sporocytophaga
. g Cryocola . g Kaistobacter . g Skermanella . g__Candidatus Koribacter . g Dyella . g Pseudomonas . g__Stenotrophomonas
. g__Dactylosporangium . g__Kribbella . g__Spirochaeta . g__Candidatus Solibacter . g Erwinia . g__Ralstonia



