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g__

g__Bacillus

g__Catenibacterium

g__Collinsella

g__Coprococcus

g__Enterobacter

g__Fibrobacter

g__Megasphaera

g__Prevotella

g__RFN20

g__Treponema

g__YRC22

Genera < 1% abund.
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g__

g__ Prevotella

g__5−7N15

g__Anaeroplasma

g__Bacteroides

g__Campylobacter

g__Faecalibacterium

g__Methanobrevibacter

g__Methanosphaera

g__Odoribacter

g__Oscillospira

g__Parabacteroides

g__RFN20

g__Ruminococcus

A) Highest 10% GC-content taxa B) Lowest 10% GC-content taxa


