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Figure S1. Cladogram generated from amoxicillin vs control treated

rats microbiota at time point 1. (Expanded view of Figure 2c).
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Figure S2. Cladogram generated from amoxicillin vs control treated rat’s

microbiota at time point 2. (Expanded view of Figure 2d).
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Figure S3. Cladogram generated from amoxicillin vs control treated

rat’s microbiota at time point 3. (Expanded view of Figure 2e).
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Figure S4. Cladogram generated from the microbiota of offspring of
amoxicillin vs control treated dams. (Expanded view of Figure 7c).
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Figure S5. Heatmap representing in amoxicillin fed and control

dams bacterial communities. Groups of pregnant S rats (n=3/group) in Study
2 were maintained with (columns 1-3) or without (columns 4-6) amoxicillin.
Fecal pellets were analyzed for microbiota and the abundance of various
bacterial taxa were hierarchically clustered. Blu: Low abundance, Maroon: High

abundance.
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Figure S6. Cladogram generated from the microbiota of amoxicillin vs control treated dams.
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