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Average expression of Fabp7 mRNA is ~7fold greater in BMAL KO compared to WT, 
while Fabp3 and Fabp5 are stable.  Relative mRNA expression of various Fabps in BMAL 
KO vs. C57BL/6 WT mice in constant dark conditions.  Values represent relative mRNA 
level to Gapdh as measured by qRT-PCR. 
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