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S4 Fig. The correlation of the expression of the representative miRNAs between the microarray and the gPCR. (A) hsa-miR-101, (B) hsa-miR-1202,
(C) hsa-miR-548b, and (D) hsa-miR-554. Scatter plots were shown with statistic results. Blue dot represents a value in the PCNSL specimen. Dotted
lines indicate regression lines with correlation coefficient (r).



