Leishmania donovani infection induce differential miRNA expression in CD4+ T cells.
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Supplementary Figure 1. Peritoneal macrophages of BALB/c mice were infected with L.
donovani, uninfected macrophage were taken as control. After 6h of interaction, uninfected
parasites were washed and incubated for 24hrs in 5% CO; atmosphere. After 24hrs, cells were
stained with May-Grunwald, followed by Geimsa staining. (A) The infected macrophages from
three different microscopic fields were taken. (B) Control macrophages without infection, (C)
Infected cells were counted and results are expressed as infection index. Infection index was
measured as mean of infected cells X the mean number of parasites per infected cells. Bar
represent mean + SE of the three independent experiments.
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Suppleme ntary Figure 2. (A) Flow cytometry analysis for measurement of CD4+ T cell before
and after sorting (B). Graphical representation of CD4+ T cell population.
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Suppleme ntary Figure 3. Family analysis of conserved miRNA



Suppleme ntary Figure 4: Heatmap of known miRNA
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Suppleme ntary Figure 5. Heatmap of novel miRNA



Suppleme ntary Table-1: List of primers used in this study

S. | Listof Stem Loop Primer Sequence Forward Primer Seq

no | Up
regulat
ed
miRNA

1 let-7e- 5’GTTGGCTCTGGTGCA GGGTCCGA GGTATTCGCACCAG | SSACAAGUCUAUACGGCC
3p AGCCAAC GGAAAGZ3 ucy

2 miR- 5’GTTGGCTCTGGTGCA GGGTCCGA GGTATTCGCACCAG | 5CCCGGACAAAUUCGUA
10a-3p AGCCAACTATTCC 3’ uc3y

3 miR- 5’GTTGGCTCTGGTGCA GGGTCCGA GGTATTCGCACCAG | 5CGAUGAUGUGA CUGG
134-5p | AGCCAAC CCcccUuC 3 UuG 3

4 | miR- 5’GTTGGCTCTGGTGCA GGGTCCGA GGTATTCGCACCAG | 5CACUCUAACUGGCCUA
193a-3p | AGCCAAC ACUGGG 3’ CA 3

5 miR- 5’GTTGGCTCTGGTGCA GGGTCCGA GGTATTCGCACCAG | 5CCGAUGUAACAGUCUC
212-3p | AGCCAACUGGCCG 3 CA 3

6 | miR- 5’GTTGGCTCTGGTGCA GGGTCCGA GGTATTCGCACCAG | SSUAUUUUA GGGCCCCCC
296-5p | AGCCAAC ACAGGA 3 Cu3s

7 | miR-33- | GTTGGCTCTGGTGCA GGGTCCGA GGTATTCGCACCAG | 5CGAAUCGUGCAUUGUA
5p AGCCAACUGCAAU 3 GU 3’

8 | miR- 5’GTTGGCTCTGGTGCA GGGTCCGA GGTATTCGCACCAG | SAACUUAUGUCUUGCAG
431-5p | AGCCAACUGCAUG 3 GC 3

9 miR- 5'- GTCGTATCCA GTGCA GGGTCCGA GGTATTCGCACTG 5> GACCCGCAAAAGGGG
5128 GATACGACAGCCAT 3 CAG3’

10 | miR- 5'- GTCGTATCCA GTGCA GGGTCCGA GGTATTCGCACTG 5> GGAGCTACGAGGCAG
5620-3p | GATACGACCACAGT ¥ GGG ¥

11 | miR- 5'- GTCGTATCCA GTGCA GGGTCCGA GGTATTCGCACTG 5> GCCGCGTGAGTGTGT
574-5p GATACGACACACACY GTG3’

12 | miR- 5'- GTCGTATCCA GTGCA GGGTCCGA GGTATTCGCACTG 5> CCGGCGAAAGGCTAG
690 GATACGACTTTGGT 3’ GCT 3

13 | miR- 5'- GTCGTATCCA GTGCA GGGTCCGA GGTATTCGCACTG 5> GCGGCAACAAAGGTG
6994-5p | GATACGACTCACCG 3’ GGT 3°

14 | miR- 5'- GTCGTATCCA GTGCA GGGTCCGA GGTATTCGCACTG 5 GCGCGCTTTCCATCT
7093-3p | GATACGACCTGCAG 3 GTC 3

15 | miR- 5'- GTCGTATCCA GTGCA GGGTCCGA GGTATTCGCACTG 5 CCAAACGGA GGGA GG
7235-5p | GATACGACGCCCAG 3’ GGT 3°

16 | miR- 5'- GTCGTATCCA GTGCA GGGTCCGA GGTATTCGCACTG 5 GGCCGGTTTGACTGA
7673-5p | GATACGACCATTCC 3 GAG3J

17 | miR-7a- | 5'- GTCGTATCCA GTGCA GGGTCCGA GGTATTCGCACTG 5 CGCGCGCAACAAAAC
1-3p GATACGACTTTGGC 3’ ACA 3’

18 | miR- 5'- GTCGTATCCA GTGCA GGGTCCGAGGTATTCGCACTG | 5 AGACGTGGGCACGGA
8096 GATACGACTCTCTT 3 AGC3’

19 | miR- 5'- GTCGTATCCA GTGCA GGGTCCGA GGTATTCGCACTG 5> CGCCGCAACUGA
8094 GATACGACTCITCT 3 AGGACA 3’
List of Stem Loop Primer Sequence Forward Primer Seq
down
regulat
ed
miRNA

1 let 7j 5'- GTCGTATCCA GTGCA GGGTCCGA GGTATTCGCACTG 5’GGCCCATGA GGTATTA

GATACGACATAACA 3

GT 3




2 miR- 5’GTTGGCTCTGGTGCA GGGTCCGA GGTATTCGCACCAG | 5CAAGCUGUCCAGUUUU
145a-5p | AGCCAAC AGGGAU 3° ccy®

3 miR- 5’GTTGGCTCTGGTGCA GGGTCCGA GGTATTCGCACCAG | S’ AUGCUA GUGUGCGGA
147-3p | AGCCAAC UAGCAG ¥ AAU3Z

4 miR- 5'- GTC GTA TCC AGT GCA GGGTCC GAG GTATTCGCA | AATTTAAACCACCGAC
181a-2- | CTG GAT ACGAC GGTACA 3’ CGT 3
3p

5 miR- 5’GTTGGCTCTGGTGCA GGGTCCGA GGTATTCGCACCAG | SCAAUCGACUGCCCUAA
18a-3p AGCCAAC CAGAAG?Y GU 3’

6 miR- 5’GTTGGCTCTGGTGCA GGGTCCGA GGTATTCGCACCAG | SCAAUGCAUCACAUUGC
23b-3p | AGCCAACGGUAAU 3’ CA Y

7 miR- 5’GTTGGCTCTGGTGCA GGGTCCGA GGTATTCGCACCAG | 5CGUA GUCAGCAGCAAU
322-5p | AGCCAACUCCAAA 3 uc3y

8 | miR- 5'- GTCGTATCCA GTGCA GGGTCCGA GGTATTCGCACTG 5’GCCCGCTTATAAAGCA
340-5p GAT ACGACAATCAG? AT3

9 miR- 5'- GTCGTATCCA GTGCA GGGTCCGA GGTATTCGCACTG 5’GCCCAACAAATAGGAC
3473f GATACGACCATCTC 3’ TG3

10 | miR- 5’GTTGGCTCTGGTGCA GGGTCCGA GGTATTCGCACCAG | SCGGAUCUAAUGCCCCU
365-3p | AGCCAACAUAAGG 3 AA Y

11 | miR- 5'- GTCGTATCCA GTGCA GGGTCCGA GGTATTCGCACTG S’ATATATCGGGGCAGCT
486a-3p | GATACGACATCCTG3’ CA ¥

12 | miR- 5'- GTCGTATCCA GTGCA GGGTCCGA GGTATTCGCACTG 5’GGGCGA GAGTATTGTT
503-3p GATACGACCCAGGC 3 TC3

13 | miR- 5’GTTGGCTCTGGTGCA GGGTCCGA GGTATTCGCACCAG | SSUUAUAAUCCGAGCCUG
615-3p | AGCCAACAAGAGG ¥ GG 3’

14 | miR- 5'- GTCGTATCCA GTGCA GGGTCCGA GGTATTCGCACTG 5’GCATA CAGA GGGTTGT
7017-5p | GATACGACACAGCC 3 GA 3’

15 | miR- 5'- GTCGTATCCA GTGCA GGGTCCGA GGTATTCGCACTG 5> TATAAT
7655 GATACGACTCTTTA 3’ CGGCCCACGGAG ¥

16 | miR- 5’GTTGGCTCTGGTGCA GGGTCCGA GGTATTCGCACCAG | 5GUAAGUCCGCAAUAGC
8115 AGCCAACAGAGCC 3 AA Y

17 | miR-93- | 5'- GTCGTATCCA GTGCA GGGTCCGA GGTATTCGCACTG 5’CATGGA CTGCTGA GCT
3p GATACGACCGGGAA 3° A3
Endoge
nous
Control

1. | Sno-142 | GTTGGCTCTGGTGCA GGGTCCGA GGTATTCGCACCAG | 5GCGGCGGGTCAGTGCC

AGCCAACTTCCTC 3°

ACGTGT 3’

Universal Reverse Primer Segq.

5 GTGCAGGGTCCGAGG 3’




