
Supplemental Table 1. Primers used in this study

Primer name and description Primer Sequence (5'→ 3') Comments

Genotyping of mutant lines
D14-seto5 F TATGATCGGAATCATCGCTTC
D14-seto5 R GACCTAAGATACTCCGCCACC
D14-1 MW221 AAGAATATGGCAAGTGCAAC Genomic primer for Atd14-1 allele, Waters et al 2012
D14-1 MW222 GATGATTCCGATCATAGCG Genomic primer for Atd14-1 allele, Waters et al 2012
L4_WiscLoxHS TGATCCATGTAGATTTCCCGGACATGAAG T-DNA primer for Atd14-1 allele, Waters et al 2012
max2-1 F GTTGGAGAATTTTTGACGCCAT
max2-1 R CAAAGGCCGAGCTGTAAAGAGA
max2-4 F TACCTCCTGTGCTTCTCCGCTA SALK_028336
max2-4 R CTTCTGGCTCCTCTCGTAACCA SALK_028336
max3-9 F CCCTTCCGGTACATACTACTT
max3-9 R GTAGTGAGTATCCGTGAATGC
max3-11 F CGTTAAACCCAAGCAACGAGAG SALK_023975
max3-11 R CATCGGAAACGTCAAATTCCTC SALK_023975
max4-1 F AAGGAAAGATACCCACTTGGC
max4-1 R GTACCAACCATGCCTATGACC
SPM8225F TCGGCTTATTTCAGTAAGAGTG SPM8225F transposon insertion primer for max4-1, Sorefan et al 2003
max4-7 F ACTGGTCATAGGCATGGTTGGT SALK_082552
max4-7 R ACCGAATATCTCAGGGGCATTT SALK_082552
aba2-11_F TTGATGTGACAGGCTTTTGG
aba2-11_R TCTTGCAGATCAACAATGCAG
ghr1-3_F TGGCCCTTCTAAGCTGTTAGA
ghr1-3_R CTCCTTATCTGGACCTTTGCC
ost1-3_F CATATCTTTAGACGAGGGGCC
ost1-3_R GTGAGTGGTCCAATGGATTTG
SALK_LBb1.3 ATTTTGCCGATTTCGGAAC
GK_o8474 ATAATAACGCTGCGGACATCTACATTTT

qPCR primers
YLS8 for TTACTGTTTCGGTTGTTCTCCATTT
YLS8 rev CACTGAATCATGTTCGAAGCAAGT
PP2AA3 for GCGGTTGTGGAGAACATGATACG
PP2AA3 rev GAACCAAACACAATTCGTTGCTG
TIP41 for GTGAAAACTGTTGGAGAGAAGCAA
TIP41 rev TCAACTGGATACCCTTTCGCA
AXR3-F CACATTGATTGGTGTTAATTGC
AXR3-R CCAAATCCAGATCAAAACACAG
GRX480 for ACGGAGAGGATGTTGCATGTGTC
GRX480 rev AATCTCAAGGACCGCCGGATTC
PR-1 for CGGAGCTACGCAGAACAACT
PR-1 rev CTCGCTAACCCACATGTTCA
NCED3 for AGCTCCTTACCTATGGCCAGT
NCED3 rev CGCTCTCTGGAACAAATTCATC
FRK1 for1 CGGTCAGATTTCAACAGTTGTC
FRK1 rev1 AATAGCAGGTTGGCCTGTAATC
FRK1 for2 GCCAACGGAGACATTAGAG
FRK1 rev2 CCATAACGACCTGACTCATC
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