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Figure S1 The 1H NMR spectrum of CHMFL-VEGFR2-002. 

 

 

 
Figure S2 The 13C NMR spectrum of CHMFL-VEGFR2-002. 

 



 
Figure S3 The LC-MS spectrum of CHMFL-VEGFR2-002. 



Table S1 Anti-proliferative activity (GI50) test in engineered BaF3 cells. 

Compound Structure 

GI50 (µmol/L) 

BaF3 
TEL- 

VEGFR1- 
BaF3 

TEL- 
VEGFR2-

BaF3 

TEL- 
VEGFR3-

BaF3 

1 (CHMFL- 
VEGFR2- 

002) 
 

> 10 > 10 0.15 > 10 

2 

 

> 10 1.5 0.25 3.6 

3 

 

7.9 1.3 0.39 2.6 

4 

 

3.05 2.7 0.5 3.8 

5 

 

3.73 1.1 0.2 > 10 

6 

 

3.39 2.29 0.19 2.89 

7 

 

2.99 4.38 0.61 2.19 

8 

 

2.48 1.02 0.38 3.19 



9 

 

4.27 4.2 0.5 3.3 

10 

 

> 10 0.36 0.15 0.96 

11 

 

> 10 0.35 0.19 0.93 

12 

 

> 10 0.3 0.33 2 

13 

 

7.4 0.5 0.12 1.2 

14 

 

> 10 1 0.18 2 

15 

 

> 10 > 10 1.5 > 10 

16 

 

0.59 0.55 0.19 0.67 

17 

 

> 10 2.0 0.73 4.5 

18 

 

> 10 1.1 0.75 2.9 



19 

 

> 10 2.0 0.66 4.8 

 

Figure S4 Docking analysis of compounds 2, 10, 14 and CHMFL-VEGFR2-002. (A), 

(C) and (E) Cartoon mode illustration of compounds 2, 10 and 14 in complex with 



VEGFR2 kinase (PDB ID: 4AG8). (B), (D), (F) and (G) Solid surface illustration of 

two important hydrophobic pockets including the gate keeper region and the DFG-out 

region. (H) Overlapping of compounds 2, 10, 14 and CHMFL-VEGFR2-002 in the 

hydrophobic pocket with solid surface illustration mode.   

Figure S5 Acute toxicity test of CHMFL-VEGFR2-002. 

 

 

 

Figure S6 Acute toxicity test of sunitinib. 

 

	


