
Probable conserved lipoprotein DsbF (Rv1677)

Modification: Hex-Hex
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Liporotein O (LppO, Rv2290)

Modification: Hex



Periplasmic phosphate-binding lipoprotein PstS1 (Rv0934)

Modification: Hex
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Conserved protein with FHA domain, FhaA (Rv0020c)

Modification: Hex
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Two component transcriptional regulatory protein DevR (Rv3133c)

Modification: Hex-Hex
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Probable chaperone protein DnaK (heat shock 70 kDa protein) (Rv0350)

Modification: Hex
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Probable transmembrane carbonic anhydrase Rv3273 (Rv3273)

Modification: Hex-Hex-Hex
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Probable isocitrate dehydrogenase [NADP] Icd2 (Rv0066c)

Modification: Hex-Hex-Hex
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ESAT-6 like protein EsxC (Rv3890c)

Modification: Hex



Probable adenosylhomocysteinase SahH (AhcY) (Rv3248c)

Modification: Hex
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Probable cold-shock DeaD-box protein A homolog DeaD (Rv1253)

Modification: Hex
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Probable polyketide synthase Pks5 (Rv1527C)

Modification: Hex-Hex-Hex



Diviva family protein Wag31 (Rv2145c)

Modification: Hex
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Glutamine synthetase GlnA1 (glutamine synthase) (Rv2220)

Modification: Hex
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Pyruvate dehydrogenase E1 component AceE (Rv2241)

Modification: Hex-Hex



Fatty-acid-AMP ligase FadD28 (Rv2941)

Modification: Hex
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Unknown protein (Rv3491)

Modification: Hex



Conserved protein (Rv1352)

Modification: Hex-Hex
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Probable carbamoyl-phosphate synthase large chain CarB (Rv1384)

Modification: Hex-Hex-Hex
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