GO term of pachytene spermatocyte enriched circRNA

meiotic nuclear division (G0:0140013)

spermatid differentiation (GO:0048515)

cilium organization (GO:0044782)

spermatid development (GO:0007286)

cilium assembly (GO:0060271)

microtubule-based movement (GO:0007018)

sister chromatid segregation (GO:0000819)
regulation of MRNA catabolic process (GO:0061013)
cellular response to insulin stimulus (GO:0032869)
regulation of MRNA stability (GO:0043488)
microtubule bundle formation (GO:0001578)

gene silencing by RNA (GO:0031047)

regulation of RNA stability (GO:0043487)

cilium movement (GO:0003341)

posttranscriptional gene silencing (GO:0016441)
axoneme assembly (GO:0035082)

meiosis Il (GO:0007135)

meiotic sister chromatid segregation (GO:0045144)
meiotic sister chromatid cohesion (G0:0051177)
histone H3-K36 methylation (GO:0010452)

0 5 10 15 20 25 30
Fold enrichment

GO term of round spermatids enriched circRNA

male gamete generation (GO:0048232) m—
plasma membrane bounded cell projection assembly (G0:0120031) m .. ———
cell projection assembly (GO:0030031) p———
microtubule cytoskeleton organization (GO:0000226) m—
spermatid development (GO:0007286) m—————
microtubule-based process (GO:0007017) m - ———————
spermatid differentiation (GO:0048515) m——
cilium assembly (GO:0060271) m——————
cilium organization (GO:0044782) ————
microtubule-based movement (GO:0007018) m——-— —————
gene silencing (GO:0016458) m—————————
microtubule bundle formation (GO:0001578) m—— — ss——
DNA modification (GO:0006304)
gene silencing by RNA (G0:0031047)
DNA methylation or demethylation (GO:0044728)
axoneme assembly (GO:0035082)
cilium movement (GO:0003341)
DNA alkylation (GO:0006305)
DNA methylation (GO:0006306)
DNA methylation involved in gamete generation (GO:0043046)

0 2 4 6 8 10 12
Fold enrichment

GO term of elongating spermatids enriched circRNA

plasma membrane bounded cell projection assembly (G0:0120031) m———

cell projection assembly (GO:0030031) me—

nucleosome organization (GO:0034728) me—

spermatid differentiation (GO:0048515) me—

nuclear-transcribed mRNA catabolic process (GO:0000956) m——

spermatid development (GO:0007286) se—

regulation of RNA stability (GO:0043487) me—

nucleosome assembly (GO:0006334) m—

Golgi organization (GO:0007030) me—
cilium organization (GO:0044782) me—
cilium assembly (GO:0060271) me————
non-motile cilium assembly (GO:1905515) m—————
microtubule bundle formation (GO:0001578) m—————
axoneme assembly (GO:0035082)

cilium movement (GO:0003341) m————
secretory granule organization (GO:0033363) m——
DNA replication-independent nucleosome organization (GO:0034724)
DNA replication-independent nucleosome assembly (GO:0006336)
epithelial cilium movement (GO:0003351)
regulation of cytoplasmic mRNA processing body assembly (GO:0010603)

0 2 4 6 8 10 12 14 16
Fold enrichment



Fig.S4. Gene Ontology (GO) term enrichment analyses for circRNAs enriched in
spermatocytes (a), round (b) and elongating (c) spermatids.



