GO term analysis of “reloading” circRNAs
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Fig.S9. GO term analyses on polysome-enriched circRNAs in elongating spermatids.
Significantly enriched GO terms include flagellar development (e.g., cilium, centriole microtubules,
etc.) and cellular structural organization (e.g., cytoskeleton, cell projection, etc.). Biological replicates,

n=2.



