Supplementary Table 1. Total Adverse Event Summary
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Supplementary Figure 1. Percent Change in Tumor Size
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Supplementary Figure 2. Somatic mutations in UM cases by whole exome sequencing.

Profiles of recurrent non-synonymous somatic mutations (NSSMs) in UM tumor including genes

identified in exploratory fashion. Each column represents a separate case. Above each column is

the mutational burden of each case as assessed by the total number of NSSMs per tumor.
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