
Supplementary Figure S1 
Gene annotation used for circular and linear RNA expression analysis

*Redundant RNAs: miscRNA, rRNA, tRNA, scRNA, snRNA, snoRNA, and miRNA

Annotations No. of genes No. of 
transcripts

No. of 
circRNAs  
(FPB ≥ 1)

NCBI RefSeq (only primary assemblies) 
redundant RNAs* removed 24,711 53,479 6710 (150)

 UCSC refGene + GENCODE 58,434 263,836 6891 (155)
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