Fig2 B Figure 2 Goswami et al. Source Data File
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Fig2 C
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=3 Results 2 1 1696200 0.613010 0.695335
[£] ttest of Data 2C S—
=3 Graphs 3 1 1474422 0.6BSEB3 0.793478
[f|] pata2c 4
{3y Layouts T
&
Fig2 F
g HA_HUR_LD_Cytokine Al . A | B | C | D |
g HA_HUR_LD_PP2A suburnit & T1dhr DO 24hr DO, Tdhr DO 24hr DO,
E| pp2a_agd3_bhu_sg v v v v
E| HAHUR_PPZ4 subunits_no LPS F | | | |
B Data 63 1 1.000000 4 5053572 1.000000 1.090000
B Data 64 2 1.000000 5.18996% 1.000000 1.020000
B THFa_+/-LPS_HAHUR S—
& IL1E_+/-LPS_HAHUR 3 1.000000 10450000 1.000000 1.360000
.E HP-HUR_BHU_"foinFEEtEEI 4 1.000000 8.230000 1.000000 1.520000
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