Figure 5 Goswami et al. Source Data File
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Fig 5K upper left panel
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Fig 5K upper right panel
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Fig. 5C

let-7a HuR bound miR-155 HuR bound
Wo LPS W LPS WoLPS W LPS
1 151 1 8.66
1 1.93 1 6.31
1 1.79 1 4,74
1 1.79 1 6.31
Fig. SE
TNF-a IL-6
Wo LPS W LPS WLPS +GW Wo LPS W LPS W LPS+GW4869
1 18.46 3.11 1 20.09 2
1 21.8 0.99 1 17.52 1
1 18.5 1.62 1 27.23 1.4
1 17.29 1.91 1 21.84 1.7
1 18.48 1.765 1 20.965 1.55
Fig. SF
TNFa IL-6 IL-1B miR-155
con siRNA SiHuUR ConsiRNA SiHUR ConsiRNA SiHuUR ConsiRNA SiHuUR
1 0.7 1 0.39 1 0.47 1 23.66
1 0.42 1 0.57 1 0.55 1 37.6
1 0.45 1 0.7 1 0.68 1 39.1
1 0.45 1 0.57 1 0.55 1 37.6




Fig 5 G
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