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Figure S1 Schematic diagram of plasmid construction 

To generate the phlG deletion mutant p299phlG, fragments flanking the phlG 

gene were amplified with four pair of primers using 2P24 genomic DNA as template. 

The left flanking sequence and the right flanking sequence of the phlG gene were 

amplified. After digestion with the relevant restriction enzymes, PCR fragments Gab 

and Gcd were cloned into pHSG299 and pHSG399 (TaKaRa), respectively. The 

excised fragment of p399Gcd digested by HindIII and BamHI was ligated into the 

corresponding plasmid p299phlG. The two fragments were ligated at the BamHI 

site to create p299phlG mutant. 

Figure S2 The diagnostic PCR to confirm mutant genotypes  

(A) PCR detection of recombinant plasmid p299△G using primer G1/G2. 

1: the fragment (1.06 kb) amplified from 2P24 genomic DNA by PCR; 2: the 

fragment (0.75 kb) amplified from p299△G. (B)PCR detection of recombinant 

plasmid p299△G using primer Ga/Gd. M: marker(1kb DNA Ladder marker,TaKaRa）; 

1: the fragment (3.0 kb) amplified from 2P24 genomic DNA by PCR; 2: the fragment 

(2.67 kb) amplified from p299△G. (C) PCR detection of recombinant plasmid 

2P24-LaZ-G. 1: the fragment (3.73 kb) amplified from 2P24-LacZ-G by PCR; 2: the 

fragment (0.73 kb) amplified from 2P24- △G. (D) PCR detection of the 2P24ΔGacS.1: 

the Control 0.54 kb fragment; 2: the fragment (3.2 kb) amplified from 2P24- △GacS; 

3: the fragment (2.5 kb) amplified from 2P24- △GacS. (E) PCR detection of the 

2P24-RsmE. 1: the fragment (0.54 bp) amplified from 2P24; 2: the fragment (0.33 

bp) amplified from 2P24-RsmE.  



Figure S3 Original pictures of Figure 3B 

 The original pictures of figure 3B are shown and used for making the quantification 

by Quantity ONE software for figure 3C.  

 

 


