A. 146/147 151
C.tropicalis ITAIGLYLNVTVHASIGGTSMSDDIEAFR-SGVQIVV{TPIGRYYPMIERRYFKTDKVKMF 169

C.albicans ITAIGLYLKVTVHASIGGTSMSDDIEAFR-SGVQIVV{TPGRYLPMIERRYFKTDKVKMF 169
C.dubliniensis ITAIGLYLKVTVHASIGGTSMSDDIEAFR-SGVQIVV{TPIGRYLPMIERRYFKTDKVKMF 169
C.lusitaniae ISHIGLYLNVTVHASIGGTSMSDDIEAFR-SGVQIVV{TPIGRYSPMIERRYFKTHKVKMF 168
C.auris ISHIGLYLKVSVHASIGGTSMADDIEAFR-SGVQIVV{TPGRYFPMIDRRYFKTHKVKMF 168
C.haemulonii IKHIGLYLKVSVHASIGGTSMADDIEAFR-SGVQIVV{TPGRYFPMIDRRYFKTHRVKMF 168
C.duobushaemulonii IKHIGLYLKVSVHASIGGTSMADDIEAFR-SGVQIVVJTPGRYFPMIDRRYFKTHRVKMF 168
C.glabrata VMALGFHMDIKVHACIGGTSFVEDAEGLR-D-AQIVVJTPGRYFPDNIQRRKFKVDNIKMF 168
S.cerevisiae VMALAFHMDIKVHACIGGTSFVEDAEGLR-D-AQIVVJTPGRYFDNIQRRRFRTDKIKMF 167
C.neoformans VIALGDYLNVDCHACVGGTAVREDIARLN-EGPHIVVJTPGRYFPDMINRGALKTEAVMMF 174

H.sapiens VMALGDYMGASCHACIGGTNVRAEVQKLOMEAPHI IVAIPIGRUEPMLNRRYLSPKYIKMF 179
7
C.tropicalis ILDEADEMLSS:80 18FRLLPETTQVVLLSATMPQEVLEVTTKFMNNPVRILVKKD 229
C.albicans ILDEADEMLSS({F] IFRLLPETTQIVLLSATMPQDVLEVTTKFMNNPVRILVKKD 229
C.dubliniensis ILDEADEMLSS(F] IFRLLPETTQIVLLSATMPQDVLEVTTKFMNNPVRILVKKD 229
C.lusitaniae ILDEADEMLSS(F] IFKLLPETTQVVLLSATMPQDVLEVTTKFMNNPVRILVKKD 228
C.auris ILDEADEMLSS({F]| IFKLLPETTQVVLLSATMPODVLEVTTKFMNNPVRILVKKD 228
C.haemulonii ILDEADEMLSS({F]| IFKLLPETTQVVLLSATMPODVLEVTTKFMNNPVRILVKKD 228
C.duobushaemulonii ILDEADEMLSS({F] IFKLLPETTQVVLLSATMPODVLEVTSKFMNNPVRILVKKD 228
C.glabrata ILDEADEMLSTHFKHOILYJTFTMLPPTTQVVLLSATMPRDVLEVTAKFMONPVRILVKKD 228
S.cerevisiae ILDEADEMLSSHFKHOLYQIFTLLPPTTQVVLLSATMPNDVLEVTTKFMRNPVRILVKKD 227
C.neoformans CLDEADEMLST(F] IFQLLPGETQVVLLSATMAPEVLDVTKKFMRDPIRILVKKD 234
H.sapiens VLDEADEMLSR(E ﬂlFQKLNSNTQVVLLSATMPSDVLEVTKKFMRDPIRILVKKE 239

# Isolates Amino Acid at
Assessed Residue 151

Species

C. albicans 40 L

C. auris 132 F




