Table S1. Metrics of predicted genes in genomes of Symbiodiniaceae analyzed in this study.

B. minutum Cladocopium C92 S. microadriaticum . tridacnidorum C. goreaui F. kawagutii
Metric
a S a S a S a S a S a S

Number of genes 41920 32803 65832 33421 49012 29728 69018 25808 29299 39006 25109 31520
Average gene length (bp) 11962 10069 8193 13207 12918 9281 8835 6467 7749 8428 6658 8836
Average CDS length (bp) 2318 1930 1870 2201 2392 2218 2093 1425 1451 1625 1664 1838
Transcript support (%) 91.5 894 619 784 76.5 792  66.9 8.6 817 76.5 67.7  69.0
Genes with introns (%) 95.4 93.7 804  97.6 98.2 95.7  83.1 882 939 95.9 944 959
Number of exons per gene 23.5 190  16.0 18.6 21.9 192 227 129 115 12.4 89 116
Average exon length (bp) 98.6 1014 117.0 1181 1093 1154  92.0 1103 125.9 1304 1854 158.1
Number of introns per gene 22.4 18.0  14.8 17.6 20.9 182 215 119 105 11.4 79 106
Average intron length (bp)  516.8 4513  607.6 6238 5046 3879  509.7 4231  598.7 5935 6263 6584

GT 48.2 439 470 416 26.0 260 338 246  36.1 35.7 445 395
Splice donor GC 36.6 379 414 414 52.1 54.1 55.5 572 43.1 43.3 360  39.6
motif (%)

GA 15.2 182 117 17.0 21.8 19.9 10.7 182 206 20.8 194 207
Splice acceptor with AGG 95.6 964  95.1 95.2 96.2 96.4  95.4 97.0 963 96.3 947 953
motif (%)
i‘;‘i';zir of intergenic 32429 25383 58046 28504 42232 26713 55407 18677 17340 24243 20245 26276
Average intergenic region 1993 5984 2062 6337 3627 15110 1808 13545 12616 9539 24249 18051

length (bp)




