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Additional File 1. 16S rRNA gene profiles of bacteria in unplanted, pea rhizosphere and wheat
rhizosphere soils.

Sequences were revealed by amplicon sequencing of 16S rRNA gene amplicons retrieved by PCR
from DNA extracted from unplanted, pea rhizosphere and wheat rhizosphere soil samples. 16S rRNA
gene sequences are presented at the family level. Bacterial families represented at less than 1 %
relative abundance are grouped as “Other”.



